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367, .
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Clades. Molecular Biology and Evolution, 2015, 32, 661-673.
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Communications, 2015, 6, 7152.

Recurrent inversion polymorphisms in humans associate with genetic instability and genomic
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Segmental duplications and gene conversion: Human luteinizing hormone/chorionic gonadotropin 12
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Genomics and genetics of gonadotropin beta-subunit genes: Unique FSHB and duplicated LHB/CGB loci. 3.9 65
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Recombination Dynamics of a Human Y-Chromosomal Palindrome: Rapid GC-Biased Gene Conversion,
Multi-kilobase Conversion Tracts, and Rare Inversions. PLoS Genetics, 2013, 9, e1003666.

Polymorphisms in wolframin (WFS1) gene are possibly related to increased risk for mood disorders.

International Journal of Neuropsychopharmacology, 2005, 8, 235-244. 21 38

The evolution and genomic landscape of CGB1 and CGB2 genes. Molecular and Cellular
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Chad Genetic Diversity Reveals an African History Marked by Multiple Holocene Eurasian Migrations.
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Analysis of SNP profiles in patients with major depressive disorder. International Journal of
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Great ape Y Chromosome and mitochondrial DNA phylogenies reflect subspecies structure and

patterns of mating and dispersal. Genome Research, 2016, 26, 427-439. 55 27
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Population resequencing of European mitochondrial genomes highlights sex-bias in Bronze Age

demographic expansions. Scientific Reports, 2017, 7, 12086.
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A common 1.6 mb Y-chromosomal inversion predisposes to subsequent deletions and severe
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A Southeast Asian origin for present-day non-African human Y chromosomes. Human Genetics, 2021, 3.8 14
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Copy number variation arising from gene conversion on the human Y chromosome. Human Genetics,
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Evolutionary and functional analysis of RBMY1 gene copy number variation on the human Y 9.9 °
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