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Single-nucleus RNA and ATAC sequencing reveals the impact of chromatin accessibility on gene
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movement in Arabidopsis. Nature Communications, 2019, 10, 1744.
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A single amino acid substitution in the R3 domain of GLABRAL leads to inhibition of trichome
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Plant Science, 2015, 6, 509.

TORNADOL1 regulates root epidermal patterning through the<i>WEREWOLF<[i>pathway

in<i>Arabidopsis thaliana</i>. Plant Signaling and Behavior, 2015, 10, e1103407. 2.4 23

WEREWOLF and ENHANCER of GLABRA3 are interdependent regulators of the spatial expression pattern
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Conserved Gene Expression Programs in Developing Roots from Diverse Plants. Plant Cell, 2015, 27,
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Regulation of epidermal cell fate in Arabidopsis roots: the importance of multiple feedback loops.
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Distinct Signaling Mechanisms in Multiple Developmental Pathways by the SCRAMBLED Receptor of
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Involvement of C2H2 zinc finger proteins in the regulation of epidermal cell fate determination in
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Nuclear Trapping Controls the Position-Dependent Localization of CAPRICE in the Root Epidermis of
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A Gene Regulatory Network for Root Epidermis Cell Differentiation in Arabidopsis. PLoS Genetics, 2012, a5 306
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A zinc finger protein gene <i>ZFP5<[i> integrates phytohormone signaling to control root hair
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Cell Fate in the Arabidopsis Root Epidermis Is Determined by Competition between WEREWOLF and
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Distinct relationships between GLABRA2 and singled€repeat R3 MYB transcription factors in the

regulation of trichome and root hair patterning in Arabidopsis. New Phytologist, 2010, 185, 387-400. 73 52

Getting to the root of plant biology: impact of the Arabidopsis genome sequence on root research.
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The gene regulatory network for root epidermal cell-type pattern formation in <i>Arabidopsis</i>. 48 129
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Regulated accumulation of the SCRAMBLED receptor and position-dependent cell type patterning in
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the<i>Arabidopsis</i>Root Epidermis A. Plant Cell, 2009, 21, 1080-1094. 6.6 130



38

40

42

44

46

48

50

52

54

JOHN SCHIEFELBEIN

ARTICLE IF CITATIONS

Comprehensive analysis of single-repeat R3 MYB proteins in epidermal cell patterning and their

transcriptional regulation in Arabidopsis. BMC Plant Biology, 2008, 8, 81.
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TRICHOMELESS1 regulates trichome patterning by suppressing<i>GLABRAL<[i>in<i>Arabidopsis</[i>.
Development (Cambridge), 2007, 134, 3873-3882.

The role of the SCRAMBLED receptor-like kinase in patterning the Arabidopsis root epidermis.
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