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Genome-wide meta-analysis identifies 56 bone mineral density loci and reveals 14 loci associated with
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Burden of hip fracture using disability-adjusted life-years: a pooled analysis of prospective cohorts in 10.0 169
the CHANCES consortium. Lancet Public Health, The, 2017, 2, e239-e246. )

Defining the genetic susceptibility to cervical neoplasiad€”A genome-wide association study. PLoS
Genetics, 2017, 13, e1006866.
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The influence of adult hip shape genetic variants on adolescent hip shape: Findings from a
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identifies risk loci impacting IRF-6. Blood Cancer Journal, 2022, 12, 60. :

Genome-wide association study meta-analysis identifies the SOAT1/AXDND1 locus to be associated with
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