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3 Trends in coordination of rhenium organometallic complexes in the Protein Data Bank. IUCrJ, 2022, 9,
180-193. 2.2 0
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Journal of Applied Crystallography, 2021, 54, 715-717.

4.5 0
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10 Joseph Yariv (1927â€“2021). Journal of Applied Crystallography, 2021, 54, 1025-1026. 4.5 0
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Combining X-rays, neutrons and electrons, and NMR, for precision and accuracy in
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Yan Liang. MIT Press, 2021. Pp. 308. Hardback price USD 49.45. ISBN 978-0262044417.. Journal of Applied
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14 X-ray crystallographic studies of RoAb13 bound to PIYDIN, a part of the N-terminal domain of C-C
chemokine receptor 5. IUCrJ, 2021, 8, 678-683. 2.2 2
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17 Topical Reviews in <i>Acta Crystallographica F Structural Biology Communications</i>. Acta
Crystallographica Section F, Structural Biology Communications, 2021, 77, 385-385. 0.8 0
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How To Be a Better Scientist. By Andrew C. Johnson and John P. Sumpter. Taylor and Francis, 2018. Pp.
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19 Fundamentals of neutron crystallography in structural biology. Methods in Enzymology, 2020, 634,
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The Overproduction of Truth. Passion, Competition, and Integrity in Modern Science. By Gianfranco
Pacchioni. Oxford University Press, 2018. Pp. 176. Price GBP 19.99 (hardback). ISBN 9780198799887..
Journal of Applied Crystallography, 2019, 52, 1242-1243.
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26 Findable Accessible Interoperable Re-usable (FAIR) diffraction data are coming to protein
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27 Findable Accessible Interoperable Re-usable (FAIR) diffraction data are coming to protein
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Findable Accessible Interoperable Re-usable (FAIR) diffraction data are coming to protein
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31 Findable Accessible Interoperable Re-usable (FAIR) diffraction data are coming to protein
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<b>Synchrotron Radiation and Free-Electron Lasers. Principles of Coherent X-ray Generation.</b> By
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49
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University Press, 2017. Pp. 288. Hardback Price GBP 25.49. ISBN 9780198796077.. Journal of Applied
Crystallography, 2018, 51, 1773-1776.
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52 X-ray Structure of the Carboplatin-Loaded Apo-Ferritin Nanocage. ACS Medicinal Chemistry Letters,
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53 Editorial for Cryst Rev Issue 1 of 2017. Crystallography Reviews, 2017, 23, 1-1. 1.5 0

54 Concerning the measurement of charge density X-ray diffraction data at synchrotron sources:
challenges and opportunities. Crystallography Reviews, 2017, 23, 238-251. 1.5 5
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58 Editorial for Cryst Rev Issue 2 of 2017. Crystallography Reviews, 2017, 23, 73-73. 1.5 1
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Advances, 2017, 73, 83-84.

0.1 0
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(2014)]. Structural Dynamics, 2016, 3, 037101. 2.3 6
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70 Editorial for Cryst Rev Issue 4 of 2016. Crystallography Reviews, 2016, 22, 231-232. 1.5 0
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79 Dynamics of chemical bond: general discussion. Faraday Discussions, 2015, 177, 121-154. 3.2 8
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Biology with Free-Electron X-ray Lasers: Papers of a Discussion Meeting Issue,Philos. Trans. R. Soc. B,
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Society. Journal of Synchrotron Radiation, 2015, 22, 191-192.

2.4 0

81 Editorial for Issue 4 of 2015. Crystallography Reviews, 2015, 21, 227-228. 1.5 0

82 Local and Global Dynamics: general discussion. Faraday Discussions, 2015, 177, 381-403. 3.2 0
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Journal of Applied Crystallography, 2015, 48, 939-942. 4.5 79
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86 X-ray diffraction in temporally and spatially resolved biomolecular science. Faraday Discussions, 2015,
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88 On the origin and variation of colors in lobster carapace. Physical Chemistry Chemical Physics, 2015,
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96 Carboplatin binding to histidine. Acta Crystallographica Section F, Structural Biology
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97 Editorial for Issue 4 of 2014. Crystallography Reviews, 2014, 20, 241-241. 1.5 0

98
Chemical conversion of cisplatin and carboplatin with histidine in a model protein crystallized under
sodium iodide conditions. Acta Crystallographica Section F, Structural Biology Communications,
2014, 70, 1127-1131.
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99
The binding of platinum hexahalides (Cl, Br and I) to hen egg-white lysozyme and the chemical
transformation of the PtI6octahedral complex to a PtI3moiety bound to His15. Acta Crystallographica
Section F, Structural Biology Communications, 2014, 70, 1132-1134.

0.8 12

100 Extensive counter-ion interactions seen at the surface of subtilisin in an aqueous medium. RSC
Advances, 2014, 4, 36771-36776. 3.6 3

101 Resonant elastic X-ray scattering in life science, chemistry and materials science; recent
developments. Journal of Physics: Conference Series, 2014, 519, 012002. 0.4 2

102 Radioactive waste limits in cement to avoid leaching out. Journal of Applied Crystallography, 2014, 47,
4-5. 4.5 3

103 Honouring the two Braggs: the first X-ray crystal structure and the first X-ray spectrometer.
Crystallography Reviews, 2013, 19, 108-116. 1.5 5

104 How to Solve Protein Structures with an X-ray Laser. Science, 2013, 339, 146-147. 12.6 17

105
The crystal structure analysis of the relative binding of cisplatin and carboplatin in a mixture with
histidine in a protein studied at 100 and 300â€…K with repeated X-ray irradiation. Acta Crystallographica
Section D: Biological Crystallography, 2013, 69, 121-125.

2.5 34

106
Experience with exchange and archiving of raw data: comparison of data from two diffractometers
and four software packages on a series of lysozyme crystals. Journal of Applied Crystallography, 2013,
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107 Roger Fourme (1942â€“2012). Journal of Synchrotron Radiation, 2013, 20, 390-392. 2.4 2
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Experiences with archived raw diffraction images data: capturing cisplatin after chemical conversion
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Acta Crystallographica Section A: Foundations and Advances, 2013, 69, s144-s144. 0.3 4
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112 Interaction of Counterions with Subtilisin in Acetonitrile: Insights from Molecular Dynamics
Simulations. Journal of Physical Chemistry B, 2012, 116, 5838-5848. 2.6 7

113 Resonant elastic X-ray scattering in chemistry and materials science. European Physical Journal:
Special Topics, 2012, 208, 245-257. 2.6 2
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Room-temperature X-ray diffraction studies of cisplatin and carboplatin binding to His15 of HEWL
after prolonged chemical exposure. Acta Crystallographica Section F: Structural Biology
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115
Some historical extracts relevant to the discovery and application of the diffraction of X-rays by
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Crystallography Reviews, 2012, 18, 3-19.

1.5 7

116 The evolution of synchrotron radiation and the growth of its importance in crystallography.
Crystallography Reviews, 2012, 18, 33-93. 1.5 10

117 The centennial of the first X-ray crystal structures. Crystallography Reviews, 2012, 18, 280-297. 1.5 4
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Structural studies of the effect that dimethyl sulfoxide (DMSO) has on cisplatin and carboplatin
binding to histidine in a protein. Acta Crystallographica Section D: Biological Crystallography, 2012,
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119
Protonation-state determination in proteins using high-resolution X-ray crystallography: effects of
resolution and completeness. Acta Crystallographica Section D: Biological Crystallography, 2012, 68,
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2.5 39

120 Structural studies of cisplatin and carboplatin binding to histidine in a protein up to 1 year. Acta
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121 How to present results in scientific articles. Acta Crystallographica Section A: Foundations and
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122 Determining protonation states in proteins using high-resolution X-ray crystallography. Acta
Crystallographica Section A: Foundations and Advances, 2012, 68, s90-s90. 0.3 2
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methods. Journal of Synchrotron Radiation, 2011, 18, 79-83. 2.4 12
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126 Time-dependent analysis of K2PtBr6binding to lysozyme studied by protein powder and single crystal
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130 The structural chemistry and structural biology of colouration in marine crustacea.
Crystallography Reviews, 2010, 16, 231-242. 1.5 13

131 X-ray Crystal Structure and Time-Resolved Spectroscopy of the Blue Carotenoid Violerythrin. Journal
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132 Crystallographic Analysis of Counterion Effects on Subtilisin Enzymatic Action in Acetonitrile.
Journal of the American Chemical Society, 2010, 132, 2293-2300. 13.7 9
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Crystallographica Section A: Foundations and Advances, 2010, 66, s22-s23. 0.3 0

135 An evaluation review of the prediction of protonation states in
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139 Time-resolved binding of K2PtBr6to lysozyme by protein powder and single-crystal X-ray. Acta
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142 An investigation into structural changes due to deuteration. Acta Crystallographica Section A:
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143 An investigation into the protonation states of the C1 domain of cardiac myosin-binding protein C.
Acta Crystallographica Section D: Biological Crystallography, 2008, 64, 658-664. 2.5 17

144 The interdependence of wavelength, redundancy and dose in sulfur SAD experiments. Acta
Crystallographica Section D: Biological Crystallography, 2008, 64, 1196-1209. 2.5 42
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148 Crystal Structure of the C1 domain of Cardiac Myosin Binding Protein-C: Implications for
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150 Meeting report of the BCA25<sup>th</sup>Annual Meeting held at the University of Kent in
Canterbury, UK, 16â€“19 April 2007. Crystallography Reviews, 2008, 14, 91-95. 1.5 0
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April 2007. Journal of Applied Crystallography, 2007, 40, 808-809. 4.5 0
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Structural Science, 2007, 63, 328-337.

1.8 48
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178 The allergenic non-specific lipid transfer protein from peach: structural studies. Acta
Crystallographica Section A: Foundations and Advances, 2005, 61, c252-c252. 0.3 1

179 Neutron cryocrystallography of proteins. Acta Crystallographica Section A: Foundations and
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230 Synchrotron radiation and structural biology. Journal of Synchrotron Radiation, 1999, 6, 809-811. 2.4 1

231 Synchrotron radiation sources in the news andJSRgoes online. Journal of Synchrotron Radiation,
1999, 6, 1069-1070. 2.4 2
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244 Protein crystallography: the human genome in 3-D. Physics World, 1998, 11, 43-50. 0.0 6

245 [14] Overview of synchrotron radiation and macromolecular crystallography. Methods in
Enzymology, 1997, 276, 203-217. 1.0 12
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248 CCD video observation of microgravity crystallization: apocrustacyanin C1. Journal of Crystal
Growth, 1997, 171, 219-225. 1.5 54
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Foundations and Advances, 1996, 52, C517-C517. 0.3 0
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Acta Crystallographica Section D: Biological Crystallography, 1996, 52, 143-155. 2.5 28

262 Lysozyme Crystal Growth Kinetics Monitored Using a Machâ€“Zehnder Interferometer. Acta
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