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ARTICLE IF CITATIONS

Proteomics, phylogenetics, and coexpression analyses indicate novel interactions in the plastid CLP

chaperone-protease system. Journal of Biological Chemistry, 2022, 298, 101609.
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Autocatalytic Processing and Substrate Specificity of Arabidopsis Chloroplast Glutamyl Peptidase. 4s ;
Plant Physiology, 2020, 184, 110-129. ’

Targeted Profilln% of <i>Arabidopsis thaliana</i> Subproteomes Illuminates Co- and
Posttranslationally N-Terminal Myristoylated Proteins. Plant Cell, 2018, 30, 543-562.
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Chloroplasts. Plant Cell, 2015, 27, 1477-1496. :

Discovery of a Unique Clp Component, ClpF, in Chloroplasts: A Proposed Binary ClpF-ClpS1 Adaptor
Complex Functions in Substrate Recognition and Delivery. Plant Cell, 2015, 27, tpc.15.00574.

Correlation of <scp>mRNA</scp> and protein abundance in the developing maize leaf. Plant Journal, 5.7 104
2014, 78, 424-440. :

ClpS1 Is a Conserved Substrate Selector for the Chloroplast Clp Protease System in Arabidopsis. Plant
Cell, 2013, 25, 2276-2301.

Loss of Plastoglobule Kinases ABC1K1 and ABC1K3 Causes Conditional Degreening, Modified

Prenyl-Lipids, and Recruitment of the Jasmonic Acid Pathway. Plant Cell, 2013, 25, 1818-1839. 6.6 92
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