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phenotypic differences in mice. Molecular Ecology, 2021, 30, 4708-4722. 3.9 3
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Brain and Behavior, 2021, 20, e12764. 2.2 5
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17 Dedicated transcriptomics combined with power analysis lead to functional understanding of genes
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Craniofacial shape transition across the house mouse hybrid zone: implications for the genetic
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40 Genomic resources for wild populations of the house mouse, Mus musculus and its close relative
Mus spretus. Scientific Data, 2016, 3, 160075. 5.3 125

41 Fast turnover of genome transcription across evolutionary time exposes entire non-coding DNA to de
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bruennichi</i> shows rapid adaptation and genomic admixture. Global Change Biology, 2015, 21,
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9.5 54

43
Selective sweeps versus introgression - population genetic dynamics of the murine leukemia virus
receptor Xpr1 in wild populations of the house mouse (Mus musculus). BMC Evolutionary Biology,
2015, 15, 248.
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44 Mapping of Craniofacial Traits in Outbred Mice Identifies Major Developmental Genes Involved in
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Genetic Differentiation of Hypothalamus Parentally Biased Transcripts in Populations of the House
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55 Use of a natural hybrid zone for genomewide association mapping of craniofacial traits in the house
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64 Animals in a bacterial world, a new imperative for the life sciences. Proceedings of the National
Academy of Sciences of the United States of America, 2013, 110, 3229-3236. 7.1 2,181

65
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admixture and populationâ€•specific temperature adaptations. Molecular Ecology, 2013, 22, 2232-2248.
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66 Genome Patterns of Selection and Introgression of Haplotypes in Natural Populations of the House
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Zoology, 2012, 9, 6. 2.0 26
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71 Not just another genome. BMC Biology, 2011, 9, 8. 3.8 16

72 Micro-evolutionary divergence patterns of mandible shapes in wild house mouse (Mus musculus)
populations. BMC Evolutionary Biology, 2011, 11, 306. 3.2 26
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Microbiological Methods, 2008, 75, 92-102.
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and Evolution, 2008, 25, 2699-2707. 8.9 161
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105
Tests of rRNA hybridization to microarrays suggest that hybridization characteristics of
oligonucleotide probes for species discrimination cannot be predicted. Nucleic Acids Research, 2006,
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Evolution & Development, 2005, 7, 51-57.
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112 Microsatellite variability in wild populations of the house mouse is not influenced by differences in
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115 WHAT WE HAVE ALSO LEARNED: ADAPTIVE SPECIATION IS THEORETICALLY PLAUSIBLE. Evolution;
International Journal of Organic Evolution, 2005, 59, 691. 2.3 15

116
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4.0 149
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122 her11 is involved in the somitogenesis clock in zebrafish. Development Genes and Evolution, 2004, 214,
393-406. 0.9 40
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126 Phylogeography and Patterns of Incipient Speciation. , 2004, , 305-321. 5
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2.0 93
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138 The hidden matrilineal structure of a solitary lemur: implications for primate social evolution.
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144 Genetic and ecological divergence of a monophyletic cichlid species pair under fully sympatric
conditions in Lake Ejagham, Cameroon. Molecular Ecology, 2001, 10, 1471-1488. 3.9 197
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151
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2.6 233

152 Comparative molecular embryology of arthropods: the expression of Hox genes in the
spider<i>Cupiennius salei</i>. Invertebrate Reproduction and Development, 1999, 36, 203-209. 0.8 17
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A Comparison of Homologous Developmental Genes from Drosophila and Tribolium Reveals Major
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Sequences. Systematic Biology, 1997, 46, 674-698. 5.6 100
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169 Evolution and Phylogeny of the Diptera: A Molecular Phylogenetic Analysis Using 28S rDNA
Sequences. Systematic Biology, 1997, 46, 674. 5.6 12
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