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and knirps in the early Drosophila embryo. Nature, 1990, 346, 577-580. 27.8 479

12 Finger protein of novel structure encoded by hunchback, a second member of the gap class of
Drosophila segmentation genes. Nature, 1987, 327, 383-389. 27.8 426

13 Sympatric speciation suggested by monophyly of crater lake cichlids. Nature, 1994, 368, 629-632. 27.8 419

14 A phylogenetically based transcriptome age index mirrors ontogenetic divergence patterns. Nature,
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15 A phylostratigraphy approach to uncover the genomic history of major adaptations in metazoan
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16 Ribosomal DNA phylogeny of the major extant arthropod classes and the evolution of myriapods.
Nature, 1995, 376, 165-167. 27.8 360

17 Regulation of the Drosophila segmentation gene hunchback by two maternal morphogenetic centres.
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18 Conservation of polymorphic simple sequence loci in cetacean species. Nature, 1991, 354, 63-65. 27.8 336
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21 An evaluation of LSU rDNA D1-D2 sequences for their use in species identification. Frontiers in
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23 Mitochondrial protein phylogeny joins myriapods with chelicerates. Nature, 2001, 413, 154-157. 27.8 272

24 Chromosomal homogeneity of Drosophila ribosomal DNA arrays suggests intrachromosomal
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25 Phylostratigraphic tracking of cancer genes suggests a link to the emergence of multicellularity in
metazoa. BMC Biology, 2010, 8, 66. 3.8 235
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Intracommunity relationships, dispersal pattern and paternity success in a wild living community of
Bonobos (Pan paniscus) determined from DNA analysis of faecal samples. Proceedings of the Royal
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2.6 233

27 Phylogenomic analysis reveals bees and wasps (Hymenoptera) at the base of the radiation of
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28 An Evolutionary Analysis of Orphan Genes in Drosophila. Genome Research, 2003, 13, 2213-2219. 5.5 223

29 Phylogenetic patterns of emergence of new genes support a model of frequent de novo evolution.
BMC Genomics, 2013, 14, 117. 2.8 218

30 Minimal homology requirements for PCR primers. Nucleic Acids Research, 1989, 17, 6749-6749. 14.5 203

31 Understanding the onset of hybrid speciation. Trends in Genetics, 2010, 26, 54-58. 6.7 200

32 Chapter 30 In Situ Hybridization to RNA. Methods in Cell Biology, 1994, 44, 575-598. 1.1 198

33 Genetic and ecological divergence of a monophyletic cichlid species pair under fully sympatric
conditions in Lake Ejagham, Cameroon. Molecular Ecology, 2001, 10, 1471-1488. 3.9 197

34 Problems and paradigms: Redundancies, development and the flow of information. BioEssays, 1992, 14,
263-266. 2.5 196

35 Posterior segmentation of the Drosophila embryo in the absence of a maternal posterior organizer
gene. Nature, 1989, 338, 629-632. 27.8 191

36
Mitochondrial sequence analysis of Salamandra taxa suggests old splits of major lineages and
postglacial recolonizations of Central Europe from distinct source populations of Salamandra
salamandra. Molecular Ecology, 2000, 9, 397-410.

3.9 189
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An invasive lineage of sculpins,<i>Cottus</i>sp. (Pisces, Teleostei) in the Rhine with new habitat
adaptations has originated from hybridization between old phylogeographic groups. Proceedings of
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2.6 180

38 Emergence of a New Gene from an Intergenic Region. Current Biology, 2009, 19, 1527-1531. 3.9 177

39 Cross-regulatory interactions among the gap genes of Drosophila. Nature, 1986, 324, 668-670. 27.8 169

40 DNA points the way ahead in taxonomy. Nature, 2002, 418, 479-479. 27.8 162

41 An Ancient Evolutionary Origin of Genes Associated with Human Genetic Diseases. Molecular Biology
and Evolution, 2008, 25, 2699-2707. 8.9 161

42 Involvement of an orthologue of the Drosophila pair-rule gene hairy in segment formation of the
short germ-band embryo of Tribolium (Coleoptera). Nature, 1993, 361, 448-450. 27.8 159

43 Evolution of transcriptional regulation. Current Opinion in Genetics and Development, 2000, 10,
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44
Reverse taxonomy: an approach towards determining the diversity of meiobenthic organisms based on
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4.0 149

45 A Segmentation Gene in Tribolium Produces a Polycistronic mRNA that Codes for Multiple Conserved
Peptides. Cell, 2006, 126, 559-569. 28.9 149

46 Molecular technologies for biodiversity evaluation: Opportunities and challenges. Nature
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47 Notes on the definition and nomenclature of tandemly repetitive DNA sequences. , 1993, 67, 21-28. 139

48 Evolutionary divergence of promoters and spacers in the rDNA family of four Drosophila species.
Journal of Molecular Biology, 1987, 195, 525-542. 4.2 135

49 Genome Patterns of Selection and Introgression of Haplotypes in Natural Populations of the House
Mouse (Mus musculus). PLoS Genetics, 2012, 8, e1002891. 3.5 128

50 Segmentation. Developmental Cell, 2004, 7, 301-312. 7.0 125

51
Nucleotide divergence vs. gene expression differentiation: comparative transcriptome sequencing in
natural isolates from the carrion crow and its hybrid zone with the hooded crow. Molecular
Ecology, 2010, 19, 162-175.

3.9 125

52 Genomic resources for wild populations of the house mouse, Mus musculus and its close relative
Mus spretus. Scientific Data, 2016, 3, 160075. 5.3 125
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Northern range expansion of <scp>E</scp>uropean populations of the wasp spider
<i><scp>A</scp>rgiope bruennichi</i> is associated with global warmingâ€“correlated genetic
admixture and populationâ€•specific temperature adaptations. Molecular Ecology, 2013, 22, 2232-2248.
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54 Fast turnover of genome transcription across evolutionary time exposes entire non-coding DNA to de
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Tests of rRNA hybridization to microarrays suggest that hybridization characteristics of
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58 Evolution and Phylogeny of the Diptera: A Molecular Phylogenetic Analysis Using 28S rDNA
Sequences. Systematic Biology, 1997, 46, 674-698. 5.6 100

59 The root of the East African cichlid radiations. BMC Evolutionary Biology, 2009, 9, 186. 3.2 97

60 An Analysis of Signatures of Selective Sweeps in Natural Populations of the House Mouse. Molecular
Biology and Evolution, 2006, 23, 790-797. 8.9 95

61
The expression of the proximodistal axis patterning genes Distal-less and dachshund in the appendages
of Glomeris marginata (Myriapoda: Diplopoda) suggests a special role of these genes in patterning the
head appendages. Developmental Biology, 2003, 260, 97-112.

2.0 93

62 Neurogenesis in the spider<i>Cupiennius salei</i>. Development (Cambridge), 2001, 128, 2673-2688. 2.5 89

63 Anterior and posterior waves of cyclic her1 gene expression are differentially regulated in the
presomitic mesoderm of zebrafish. Development (Cambridge), 2003, 130, 4269-4278. 2.5 88

64 Tracing the first step to speciation: ecological and genetic differentiation of a salamander population
in a small forest. Molecular Ecology, 2007, 16, 4550-4561. 3.9 88

65
Divergence patterns of genic copy number variation in natural populations of the house mouse (Mus) Tj ET
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q
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BT /Overlock 10 Tf 50 347 Td (musculus domesticus) reveal three conserved genes with major population-specific expansions.

Genome Research, 2015, 25, 1114-1124.
5.5 88

66 Genomic Networks of Hybrid Sterility. PLoS Genetics, 2014, 10, e1004162. 3.5 84

67 A Hox class 3 orthologue from the spider Cupiennius salei is expressed in a Hox-gene-like fashion.
Development Genes and Evolution, 1998, 208, 586-590. 0.9 82

68 Parallel Selection Mapping Using Artificially Selected Mice Reveals Body Weight Control Loci.
Current Biology, 2012, 22, 794-800. 3.9 82

69 Random sequences are an abundant source of bioactive RNAs or peptides. Nature Ecology and
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70 The genetic population structure of the gray mouse lemur ( Microcebus murinus), a basal primate
from Madagascar. Behavioral Ecology and Sociobiology, 2002, 52, 166-175. 1.4 75

71 Transcription of the tandem array of ribosomal DNA in <i>Drosophila melanogaster</i> does not
terminate at any fixed point. EMBO Journal, 1986, 5, 1267-1273. 7.8 74

72 House mouse colonization patterns on the sub-Antarctic Kerguelen Archipelago suggest singular
primary invasions and resilience against re-invasion. BMC Evolutionary Biology, 2010, 10, 325. 3.2 74
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74 Tracing early stages of species differentiation: Ecological, morphological and genetic divergence of
GalÃ¡pagos sea lion populations. BMC Evolutionary Biology, 2008, 8, 150. 3.2 73

75 Tracing the dynamics of gene transcripts after organismal death. Open Biology, 2017, 7, 160267. 3.6 72
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house mouse. Genome Research, 2007, 17, 42-49. 5.5 67
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79 Adaptive divergence vs. environmental plasticity: tracing local genetic adaptation of metamorphosis
traits in salamanders. Molecular Ecology, 2004, 13, 1665-1677. 3.9 66

80 The hidden matrilineal structure of a solitary lemur: implications for primate social evolution.
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81 Zebrafish zic1 expression in brain and somites is affected by BMP and Hedgehog signalling. Mechanisms
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mouse. Molecular Ecology, 2014, 23, 5756-5770. 3.9 58

88 Rapid formation of distinct hybrid lineages after secondary contact of two fish species (<i>Cottus</i>) Tj ET
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q
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89 Sperm usage in honey bees. Behavioral Ecology and Sociobiology, 1998, 42, 247-255. 1.4 56

90 Delimiting the conserved features of<i>hunchback</i>function for the trunk organization of insects.
Development (Cambridge), 2008, 135, 881-888. 2.5 56
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Ecoâ€•genomic analysis of the poleward range expansion of the wasp spider <i><scp>A</scp>rgiope
bruennichi</i> shows rapid adaptation and genomic admixture. Global Change Biology, 2015, 21,
4320-4332.

9.5 54
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118 Elimination of EVE protein by CALI in the short germ band insect Tribolium suggests a conserved
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optomotor-blind/bifid-type T-box genes in the millipede Glomeris marginata (Myriapoda: Diplopoda).
Evolution & Development, 2005, 7, 51-57.

2.0 32
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131 Semi-automatic landmark point annotation for geometric morphometrics. Frontiers in Zoology, 2014,
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Craniofacial shape transition across the house mouse hybrid zone: implications for the genetic
architecture and evolution of between-species differences. Development Genes and Evolution, 2016,
226, 173-186.

0.9 24
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159 Effects of a male meiotic driver on male and female transcriptomes in the house mouse. Proceedings
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q
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