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10 Atypical chromatin structure of immune-related genes expressed in chicken erythrocytes.
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Global DNA Methylation and Histone Posttranslational Modifications in Human and Nonhuman
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22 Transcriptionâ€•dependent association of HDAC2 with active chromatin. Journal of Cellular Physiology,
2018, 233, 1650-1657. 4.1 16

23 Mitogen-induced distinct epialleles are phosphorylated at either H3S10 or H3S28, depending on H3K27
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27 Dynamic Histone Acetylation of H3K4me3 Nucleosome Regulates <i>MCL1</i> Preâ€•mRNA Splicing. Journal
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29 Epigenetics: Chromatin Organization and Function. Cardiac and Vascular Biology, 2016, , 1-35. 0.2 0

30 The chicken erythrocyte epigenome. Epigenetics and Chromatin, 2016, 9, 19. 3.9 23

31 Histone H3K4 trimethylation: dynamic interplay with pre-mRNA splicing. Biochemistry and Cell Biology,
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32 Connecting the dots: chromatin and alternative splicing in EMT. Biochemistry and Cell Biology, 2016,
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33 High Mobility Group A2 protects cancer cells against telomere dysfunction. Oncotarget, 2016, 7,
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34 PDK2-mediated alternative splicing switches Bnip3 from cell death to cell survival. Journal of Cell
Biology, 2015, 210, 1101-1115. 5.2 31
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37 RNA-dependent dynamic histone acetylation regulates MCL1 alternative splicing. Nucleic Acids
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38 Dual cross-linking ribonucleoprotein immunoprecipitation assay. Biochemistry and Cell Biology, 2014,
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39 DNA Modifications: Function and Applications in Normal and Disease States. Biology, 2014, 3, 670-723. 2.8 129

40 Dynamic distribution of HDAC1 and HDAC2 during mitosis: Association with Fâ€•actin. Journal of Cellular
Physiology, 2013, 228, 1525-1535. 4.1 19

41 Regulation of chromatin structure via histone post-translational modification and the link to
carcinogenesis. Cancer and Metastasis Reviews, 2013, 32, 363-376. 5.9 50

42 Targeting class I histone deacetylases in cancer therapy. Expert Opinion on Therapeutic Targets, 2013,
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43 Immediate early response genes and cell transformation. , 2013, 137, 64-77. 101
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45 Epigenetic regulation of canonical TNFÎ± pathway by HDAC1 determines survival of cardiac myocytes.
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Histone H3 phosphorylation, immediate-early gene expression, and the nucleosomal response: a
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51 Mitogen- and Stress-Activated Kinase 1 (MSK1) Regulates Cigarette Smoke-Induced Histone
Modifications on NF-ÎºB-dependent Genes. PLoS ONE, 2012, 7, e31378. 2.5 51

52 Roles of histone deacetylases in epigenetic regulation: emerging paradigms from studies with
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of papers in a Special Issue entitled 31st Annual International Asilomar Chromatin and Chromosomes
Conference, and has undergone the Journalâ€™s usual peer review process.. Biochemistry and Cell
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54 Role of MSK1 in the Malignant Phenotype of Ras-transformed Mouse Fibroblasts. Journal of Biological
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57 Nucleosomal response, immediate-early gene expression and cell transformation. Advances in Enzyme
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58 Estrogen regulated expression of the p21<sup>Waf1/Cip1</sup> gene in estrogen receptor positive
human breast cancer cells. Journal of Cellular Physiology, 2010, 224, 28-32. 4.1 46

59 Promoter chromatin remodeling of immediate-early genes is mediated through H3 phosphorylation at
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Selective Association of Peroxiredoxin 1 with Genomic DNA and <i>COX-2</i> Upstream Promoter
Elements in Estrogen Receptor Negative Breast Cancer Cells. Molecular Biology of the Cell, 2010, 21,
2987-2995.

2.1 36

61 Genomic instability and histone H3 phosphorylation induction by the Rasâ€•mitogen activated protein
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62 Epigenetic control. Journal of Cellular Physiology, 2009, 219, 243-250. 4.1 319

63 Increased genomic instability and altered chromosomal protein phosphorylation timing in
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65 Biotin is not a natural histone modification. Biochimica Et Biophysica Acta - Gene Regulatory
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66 Chromatin organization and nuclear microenvironments in cancer cells. Journal of Cellular
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67 Mitotic partitioning of transcription factors. Journal of Cellular Biochemistry, 2008, 105, 1-8. 2.6 44

68 Association of Sp3 and estrogen receptor Î± with the transcriptionally active trefoil factor 1 promoter
in MCFâ€•7 breast cancer cells. Journal of Cellular Biochemistry, 2008, 105, 365-369. 2.6 10

69 Nuclear microenvironments and cancer. Journal of Cellular Biochemistry, 2008, 104, 1949-1952. 2.6 9

70 Nuclear organization and chromatin dynamics â€“ Sp1, Sp3 and histone deacetylases. Advances in Enzyme
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72 Differential Distribution of Unmodified and Phosphorylated Histone Deacetylase 2 in Chromatin.
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Suppression of DPYD expression in RKO Cells via DNA methylation in the regulatory region of the
DPYD promoter: a potentially important epigenetic mechanism regulating DPYD expression.
Biochemistry and Cell Biology, 2007, 85, 337-346.

2.0 19

75 Competitive inhibition of histone deacetylase activity by trichostatin A and butyrate. Biochemistry and
Cell Biology, 2007, 85, 751-758. 2.0 97
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Treatment, 2007, 104, 75-85. 2.5 34

78 Histone H4-K16 Acetylation Controls Chromatin Structure and Protein Interactions. Science, 2006, 311,
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79 Potential role of estrogen receptor Î± (ERÎ±) phosphorylated at Serine118 in human breast cancer in vivo.
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84 Transcriptional Silencing of the Death Gene BNIP3 by Cooperative Action of NF-ÎºB and Histone
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85 Phosphorylation of Histones by Tissue Transglutaminase. Journal of Biological Chemistry, 2006, 281,
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86 Abnormalities of chromatin in tumor cells. , 2006, , 25-47. 16

87 Stimulation of the Ras-MAPK pathway leads to independent phosphorylation of histone H3 on serine 10
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88 Histone modifications as a platform for cancer therapy. Journal of Cellular Biochemistry, 2005, 94,
1088-1102. 2.6 59

89 Inducible upregulation of oestrogen receptor-Î²1 affects oestrogen and tamoxifen responsiveness in
MCF7 human breast cancer cells. Journal of Molecular Endocrinology, 2005, 34, 553-566. 2.5 64

90 Differential Intranuclear Organization of Transcription Factors Sp1 and Sp3. Molecular Biology of
the Cell, 2005, 16, 4073-4083. 2.1 57
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93 Mitogen- and Stress-Activated Protein Kinase 1 Activity and Histone H3 Phosphorylation in
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hormone dependent breast cancer cells. Journal of Cellular Biochemistry, 2004, 93, 619-628. 2.6 3
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99 CHD1 associates with NCoR and histone deacetylase as well as with RNA splicing proteins. Biochemical
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100 The insulator binding protein CTCF associates with the nuclear matrix. Experimental Cell Research,
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104 Inhibition of Histone Deacetylase Activity by Butyrate. Journal of Nutrition, 2003, 133, 2485S-2493S. 2.9 1,084

105 The Transcriptional Repressor Sp3 Is Associated with CK2-phosphorylated Histone Deacetylase 2.
Journal of Biological Chemistry, 2002, 277, 35783-35786. 3.4 80

106 Isolation of Proteins Cross-linked to DNA by Formaldehyde. , 2002, , 753-758. 6
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cancer cells. Journal of Cellular Biochemistry, 2002, 86, 365-375. 2.6 16

112 Isolation of transcriptionally active chromatin from human breast cancer cells using Sulfolink
coupling gel chromatography. Journal of Cellular Biochemistry, 2002, 84, 439-446. 2.6 3

113 Histone H1S-3 phosphorylation in Ha-ras oncogene-transformed mouse fibroblasts. Oncogene, 2002, 21,
8397-8403. 5.9 33

114 Ser-10 phosphorylation of histone H3 and immediate early gene expression in oncogene-transformed
mouse fibroblasts. Cancer Research, 2002, 62, 75-8. 0.9 94

115 Regulation of Neuronal Traits by a Novel Transcriptional Complex. Neuron, 2001, 31, 353-365. 8.1 400

116 CUG-initiated FGF-2 induces chromatin compaction in cultured cardiac myocytes and in vitro. Journal
of Cellular Physiology, 2001, 186, 457-467. 4.1 22

117 Effect of Estradiol on Histone Acetylation Dynamics in Human Breast Cancer Cells. Journal of
Biological Chemistry, 2001, 276, 49435-49442. 3.4 57

118 An Essential Role for Mad Homology Domain 1 in the Association of Smad3 with Histone Deacetylase
Activity*. Journal of Biological Chemistry, 2001, 276, 22595-22603. 3.4 34

119 Dynamically Acetylated Histone Association with Transcriptionally Active and Competent Genes in the
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120
Expression of E1 Component of Human Branched-Chain Î±-Keto Acid Dehydrogenase Complex in
Escherichia coli by Cotransformation with Chaperonins GroEL GroES. Methods in Enzymology, 2000,
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121 Signal transduction pathways and chromatin structure in cancer cells. Journal of Cellular
Biochemistry, 2000, 79, 27-35. 2.6 20

122 Control of Chromatin Remodeling. Critical Reviews in Eukaryotic Gene Expression, 2000, 10, 303-25. 0.9 32

123
Tamoxifen-Bound Estrogen Receptor (ER) Strongly Interacts with the Nuclear Matrix Protein
HET/SAF-B, a Novel Inhibitor of ER-Mediated Transactivation. Molecular Endocrinology, 2000, 14,
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3.7 89

124
Drosophila C-terminal Binding Protein Functions as a Context-dependent Transcriptional Co-factor
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3.4 75
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Rapid Induction of Histone Hyperacetylation and Cellular Differentiation in Human Breast Tumor Cell
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mitotic signaling pathway. , 1998, 70, 130-140. 25
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142 ETO, a Target of t(8;21) in Acute Leukemia, Interacts with the N-CoR and mSin3 Corepressors. Molecular
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143 Estrogen Receptor Diminishes DNA-Binding Activities of Chicken GATA-1 and CACCC-Binding Proteins.
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147 Histone Deacetylases Associated with the mSin3 Corepressor Mediate Mad Transcriptional Repression.
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152 In situ footprinting of chicken histone H5 gene in mature and immature erythrocytes reveals common
factor-binding sites. Chromosoma, 1996, 104, 504-510. 2.2 5
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