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Analysis of the Presence of a MITE Element Inserted in the TtDro1B Gene: Evolutionary Implications.
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Chromosomal distribution patterns of the (AC)10 microsatellite and other repetitive sequences, and
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Puccinia coronata Infection. Frontiers in Plant Science, 2016, 7, 731.

Tyramide Signal Amplification: Fluorescence In Situ Hybridization for Identifying Homoeologous
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Identification of RFLP and NBS/PK profiling markers for disease resistance loci in genetic maps of oats.
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Use of Tyramide-Fluorescence in situ Hybridization and Chromosome Microdissection for
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Cloning and characterization of resistance gene analogs from <i>Avena</i> species. Genome, 2006, 49,
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Identification of resistance gene analogs as markers of disease resistance loci in oats, using
near-isogenic lines. Plant Breeding, 2006, 125, 347-351.

Microdissection and microcloning of plant chromosomes. Cytogenetic and Genome Research, 2005,
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Comparison of RAMP and SSR Markers for The Study of Wild Barley Genetic Diversity. Hereditas, 2004,
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