35

papers

41

all docs

516710

1,850 16
citations h-index
4] 4]
docs citations times ranked

414414
32

g-index

2993

citing authors



10

12

14

16

18

ARTICLE IF CITATIONS

Host and gut microbial tryptophan metabolism and type 2 diabetes: an integrative analysis of host
genetics, diet, gut microbiome and circulating metabolites in cohort studies. Gut, 2022, 71, 1095-1105.

The Gut Microbiome Modifies the Association Between a Mediterranean Diet and Diabetes in USA

Hispanic/ Latino Population. Journal of Clinical Endocrinology and Metabolism, 2022, 107, e924-e934. 3.6 9

Oral Human Papillomavirus Associated With Differences in Oral Microbiota Beta Diversity and
Microbiota Abundance. Journal of Infectious Diseases, 2022, 226, 1098-1108.

molBV reveals immune landscape of bacterial vaginosis and predicts human papillomavirus infection

natural history. Nature Communications, 2022, 13, 233. 12.8 20

Abstract MP32: Healthy Dietary Patterns Are Associated With The Gut Microbiome In The Hispanic
Community Health Study/Study Of Latinos (HCHS/SOL). Circulation, 2022, 145, .

25. Molecular Bacterial Vaginosis and Prospective Risk of Cervicovaginal Chlamydia Trachomatis

Infection in Adolescents. Journal of Adolescent Health, 2022, 70, S14. 2:5 o

Menopause Is Associated with an Altered Gut Microbiome and Estrobolome, with Implications for
Adverse Cardiometabolic Risk in the Hispanic Community Health Study/Study of Latinos. MSystems,
2022,7,.

Gut Microbiota, Plasma Metabolomic Profiles, and Carotid Artery Atherosclerosis in HIV Infection.

Arteriosclerosis, Thrombosis, and Vascular Biology, 2022, 42, 1081-1093. 2.4 19

Kidney stone formation and the gut microbiome are altered by antibiotics in genetic hypercalciuric
stone-forming rats. Urolithiasis, 2021, 49, 185-193.

A Uniform Computational Approach Improved on Existing Pipelines to Reveal Microbiome Biomarkers

of Nonresponse to Immune Checkpoint Inhibitors. Clinical Cancer Research, 2021, 27, 2571-2583. 7.0 22

Dietary factors, gut microbiota, and serum trimethylamine-N-oxide associated with cardiovascular
disease in the Hispanic Community Health Study/Study of Latinos. American Journal of Clinical
Nutrition, 2021, 113, 1503-1514.

Menopausal status and observed differences in the gut microbiome in women with and without HIV 20 8
infection. Menopause, 2021, 28, 491-501. :

Bacteroides vulgatus and Bacteroides dorei predict immune-related adverse events in immune
checkpoint blockade treatment of metastatic melanoma. Genome Medicine, 2021, 13, 160.

Characterization of the endometrial, cervicovaginal and anorectal microbiota in post-menopausal

women with endometrioid and serous endometrial cancers. PLoS ONE, 2021, 16, e0259188. 2:5 6

Microbial co-occurrence complicates associations of gut microbiome with US immigration, dietary
intake and obesity. Genome Biology, 2021, 22, 336.

HPV73 a nonvaccine type causes cervical cancer. International Journal of Cancer, 2020, 146, 731-738. 5.1 20

Altered Gut Microbiota and Host Metabolite Profiles in Women With Human Immunodeficiency Virus.

Clinical Infectious Diseases, 2020, 71, 2345-2353.

Interindividual Diversity in Expression of Organic Anion Uptake Transporters in Normal and Cirrhotic

Human Liver. Hepatology Communications, 2020, 4, 739-752. 4.3 16



20

22

24

26

28

30

32

34

MYKHAYLO USYK

ARTICLE IF CITATIONS

Cervicovaginal microbiome and natural history of HPVAin a longitudinal study. PLoS Pathogens, 2020,

16, e1008376.

Abstract 18: Gut Microbiome Modifies the Protective Effects of a Mediterranean Dietary Pattern
Against Diabetes Mellitus in US Hispanics/ Latinos: The Hispanic Community Health Study/ Study of 1.6 1
Latinos (HCHS/SOL). Circulation, 2020, 141, .

Staphylococcus aureus nasal carriage and microbiome composition among medical students from
Colombia: a cross-sectional study. FLOOOResearch, 2020, 9, 78.

Staphylococcus aureus nasal carriage and microbiome composition among medical students from

Colombia: a cross-sectional study. FL000Research, 2020, 9, 78. L6 7

Abstract P459: Milk Intake, Host LCT Genotype and Gut Bifidobacteria in Relation to Obesity: Results
From the Hispanic Community Health Study/Study of Latinos (HCHS/SOL). Circulation, 2020, 141, .

6813¢€...Single pipeline re-analysis revises microbiome associations with anti-tumor response to checkpoint o
inhibitors. , 2020, , .

Gut microbiome composition in the Hispanic Community Health Study/Study of Latinos is shaped by
geographic relocation, environmental factors, and obesity. Genome Biology, 2019, 20, 219.

Sociodemographic variation in the oral microbiome. Annals of Epidemiology, 2019, 35, 73-80.e2. 1.9 37

Tobacco exposure associated with oral microbiota oxygen utilization in the New York City Health and
Nutrition Examination Study. Annals of Epidemiology, 2019, 34, 18-25.e3.

Fecal transplant modifies urine chemistry risk factors for urinary stone disease. Physiological 17 18
Reports, 2019, 7, e14012. :

Evaluation of Oral Cavity DNA Extraction Methods on Bacterial and Fungal Microbiota. Scientific
Reports, 2019, 9, 1531.

The Pancreatic Cancer Microbiome Promotes Oncogenesis by Induction of Innate and Adaptive Immune

Suppression. Cancer Discovery, 2018, 8, 403-416. 94 834

Gut microbiota and plasma metabolites associated with diabetes in women with, or at high risk for,
HIV infection. EBioMedicine, 2018, 37, 392-400.

Comparison of Fecal Collection Methods for Microbiome and Metabolomics Studies. Frontiers in 3.9 114
Cellular and Infection Microbiology, 2018, 8, 301. :

Abstract 5143: Characterization of the cervicovaginal, endometrial and anorectal microbiota and
mycobiota of post-menopausal women with endometrioid and serous endometrial cancers. , 2018, , .

Novel ITS1 Fungal Primers for Characterization of the Mycobiome. MSphere, 2017, 2, . 2.9 79

Distinct Ecological Niche of Anal, Oral, and Cervical Mucosal Microbiomes in Adolescent Women.

Yale Journal of Biology and Medicine, 2016, 89, 277-284.




