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27 The indica nitrate reductase gene OsNR2 allele enhances rice yield potential and nitrogen use
efficiency. Nature Communications, 2019, 10, 5207. 12.8 151

28 The auxin transporter, Os<scp>AUX</scp>1, is involved in primary root and root hair elongation and
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29 OsARF16, a transcription factor, is required for auxin and phosphate starvation response in rice
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Molecular Plant, 2014, 7, 1350-1364. 8.3 125
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Strigolactones regulate rice tiller angle by attenuating shoot gravitropism through inhibiting auxin
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32 Auxin response factor (Os<scp>ARF</scp>12), a novel regulator for phosphate homeostasis in rice
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2021, 14, 1683-1698. 8.3 61
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