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Transcriptomic Analysis of Resistant and Susceptible Responses in a New Model Root-Knot Nematode
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Arabidopsis SMN2/HEN2, Encoding DEAD-Box RNA Helicase, Governs Proper Expression of the
Resistance Gene SMN1/RPS6 and Is Involved in Dwarf, Autoimmune Phenotypes of mekk1 and mpk4
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64 Induced cell fate transitions at multiple cell layers configure haustorium development in parasitic
plants. Development (Cambridge), 2018, 145, . 2.5 29

65 High-Quality Genome Sequence of the Root-Knot Nematode Meloidogyne arenaria Genotype A2-O.
Genome Announcements, 2018, 6, . 0.8 32

66 Regulation of Strigolactone Biosynthesis by Gibberellin Signaling. Plant Physiology, 2017, 174,
1250-1259. 4.8 138
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