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Anthoceros genomes illuminate the origin of land plants and the unique biology of hornworts.
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Largea€scale gene expression profiling data for the model moss <i><scp>P</[scp>hyscomitrella
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editomes and candidate RNA editing factors in the hornwort <i>Anthoceros agrestis</i>. New 7.3 57
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Analyses of transcriptome sequences reveal multiple ancient larged€scale duplication events in the
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Phylogeographic analyses reveal distinct lineages of the liverworts Metzgeria furcata (L.) Dumort.
and Metzgeria conjugata Lindb. (Metzgeriaceae) in Europe and North America. Biological Journal of 1.6 55
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Extensive Genome-Wide Phylogenetic Discordance Is Due to Incomplete Lineage Sorting and Not
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Establishment of Anthoceros agrestis as a model species for studying the biology of hornworts. BMC
Plant Biology, 2015, 15, 98.
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Longéa€distance dispersal and genetic structure of natural populations: an assessment of the inverse
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Charting the genomic landscape of seed-free plants. Nature Plants, 2021, 7, 554-565. 9.3 47
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Evolution of the plant body plan. Current Topics in Developmental Biology, 2019, 131, 1-34.
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Comparative Genomics Elucidates the Origin of a Supergene Controlling Floral Heteromorphism.
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Effects of Pleistocene glaciations on the genetic structure of <i>Saxifraga florulenta</i>
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An <i>Agrobacteriumc</[i>&€mediated stable transformation technique for the hornwort model
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Evolutionary History of the Marchantia polymorpha Complex. Frontiers in Plant Science, 2020, 11, 829.
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