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curl virus in a broad tomato germplasm. Molecular Breeding, 2015, 35, 132. 2.1 46
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258 Functional analysis of the omega-6 fatty acid desaturase (CaFAD2) gene family of the oil seed crop
Crambe abyssinica. BMC Plant Biology, 2013, 13, 146. 3.6 13

259 A Next-Generation Sequencing Method for Genotyping-by-Sequencing of Highly Heterozygous
Autotetraploid Potato. PLoS ONE, 2013, 8, e62355. 2.5 317

260 Overexpression of IRM1 Enhances Resistance to Aphids in Arabidopsis thaliana. PLoS ONE, 2013, 8,
e70914. 2.5 24
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264 A crosstalk of auxin and GA during tuber development. Plant Signaling and Behavior, 2012, 7, 1360-1363. 2.4 61
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299 Dynamics of senescence-related QTLs in potato. Euphytica, 2012, 183, 289-302. 1.2 28

300 Fine mapping of two major QTLs conferring resistance to powdery mildew in tomato. Euphytica, 2012,
184, 223-234. 1.2 12

301 Induced point mutations in the phytoene synthase 1 gene cause differences in carotenoid content
during tomato fruit ripening. Molecular Breeding, 2012, 29, 801-812. 2.1 79

302 Genome sequence and analysis of the tuber crop potato. Nature, 2011, 475, 189-195. 27.8 1,912

303 Data integration and network reconstruction with âˆ¼omics data using Random Forest regression in
potato. Analytica Chimica Acta, 2011, 705, 56-63. 5.4 55
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313 Genetic analysis of resistance to septoria tritici blotch in the French winter wheat cultivars Balance
and Apache. Theoretical and Applied Genetics, 2011, 123, 741-754. 3.6 62
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336 Construction of chromosomal recombination maps of three genomes of lilies (<i>Lilium</i>) based on
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(<i>Solanum tuberosum</i>L.): a perspective of cisgenesis. Plant Breeding, 2009, 128, 109-117. 1.9 69

349 Differential expression of cellulose synthase (CesA) gene transcripts in potato as revealed by QRT-PCR.
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