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Abstract P5-07-01: Proteogenomic analysis of differential chemotherapy responses in patient-derived
xenografts of triple-negative breast cancer. Cancer Research, 2022, 82, P5-07-01-P5-07-01.
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Targeting Rinome reprogramming in ESR1 fusion-driven metastatic breast cancer.. Journal of Clinical
Oncology, 2022, 40, 1085-1085.

Abstract PD8-02: Kinome profiling of ER+ breast cancer PDXs identifies PKMYT1 as a marker of hormone
independent growth and poor outcome. , 2021, , .

Abstract PS17-03: Recurrent activeESR1fusions render a diagnostic transcriptional signature in
metastatic breast cancer., 2021, , .

Proteogenomics drives therapeutic hypothesis generation for precision oncology. British Journal of 64 8
Cancer, 2021, 125, 1-3. :

Proteogenomic insights into the biology and treatment of HPV-negative head and neck squamous cell
carcinoma. Cancer Cell, 2021, 39, 361-379.e16.

Abstract 742: The integration of a structure-function rule and a transcriptional signature to
assignESR1fusion activity in metastatic breast cancer. , 2021, , .

Abstract 2490: Optimizing treatment strategy for NF1-depleted estrogen receptor positive breast
cancer., 2021, ,.

Abstract 2992: Proteogenomic characterization of triple-negative breast cancer patient-derived
xenografts reveals molecular correlates of differential chemotherapy response and potential 0
therapeutic targets to overcome resistance. , 2021, , .

Abstract 18: Molecular dissection of chemotherapy response in triple negative breast cancer (TNBC)
using microscaled proteogenomics. , 2021, , .

A proteogenomic portrait of lung squamous cell carcinoma. Cell, 2021, 184, 4348-4371.e40. 28.9 170

Transcriptional Reprogramming Differentiates Active from Inactive ESR1 Fusions in Endocrine
Therapy-Refractory Metastatic Breast Cancer. Cancer Research, 2021, 81, 6259-6272.

Proteogenomic Landscape of Breast Cancer Tumorigenesis and Targeted Therapy. Cell, 2020, 183, 98.9 973
1436-1456.e31. :

Neurofibromin Is an Estrogen Receptor-+ Transcriptional Co-repressor in Breast Cancer. Cancer Cell,
2020, 37, 387-402.e7.

Abstract 5118: Proteogenomics characterization of HPV-negative head and neck squamous cell
carcinomas. , 2020, , .

Abstract 5467: Outlier analysis to identify determinants of therapeutic resistance in breast cancer. ,

2020, , .

Abstract 4385: Proteogenomics-driven synthetic lethality discovery to predict targetable protein
dependencies induced by somatic deletions. , 2020, , .
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Abstract P6-04-04: Functional characterization ofESR1fusions in breast cancer. , 2020, , .

Copy number alterations associated with clinical features in an underrepresented population with

breast cancer. Molecular Genetics &amp; Genomic Medicine, 2019, 7, e00750. 12 7

Endocrine therapy resistance: new insights. Breast, 2019, 48, S26-S30.

<i>ESR1<[i> alterations and metastasis in estrogen receptor positive breast cancer. Journal of Cancer

Metastasis and Treatment, 2019, 2019, . 0.8 62

Abstract 3479: Functional significance ofESR1fusions with diverse gene partners in endocrine therapy
resistant breast cancer., 2019, , .

Abstract 850: Evaluating preclinical efficacy of anti-HER2 drug combinations using ER+/HER2 mutant o
models. , 2019, , .

ESR1 fusions drive endocrine therapy resistance and metastasis in breast cancer. Molecular and
Cellular Oncology, 2018, 5, e1526005.

DPYSL3 modulates mitosis, migration, and epithelial-to-mesenchymal transition in claudin-low breast
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E11978-E11987.

Functional Annotation of ESR1 Gene Fusions in Estrogen Receptor-Positive Breast Cancer. Cell
Reports, 2018, 24, 1434-1444.e7.

Proteomic profiling identifies key coactivators utilized by mutant ERI+ proteins as potential new

therapeutic targets. Oncogene, 2018, 37, 4581-4598. 5.9 51

Abstract 5240: Functional and therapeutic significance ofESR1gene fusions in breast cancer. , 2018, , .

Abstract 1814: NF1 as an estrogen receptor-Ti co-repressor in breast cancer. , 2018, , . 0

Loss of MutL Disrupts CHK2-Dependent Cell-Cycle Control through CDK4/6 to Promote Intrinsic
Endocrine Therapy Resistance in Primary Breast Cancer. Cancer Discovery, 2017, 7, 1168-1183.

Abstract P1-08-07: Assessing the impact of loss of NF1 protein on endocrine therapy resistance. , 2017, , . 0

Abstract 1033: Estrogen receptor gene fusions drive endocrine therapy resistance in estrogen
receptor positive breast cancer. , 2017, , .

Proteogenomics connects somatic mutations to signalling in breast cancer. Nature, 2016, 534, 55-62. 27.8 1,384

Mammary Ductal Environment Is Necessary for Faithful Maintenance of Estrogen Signaling in ER +

Breast Cancer. Cancer Cell, 2016, 29, 249-250.

The Common Beta Chain Phosphorylation Axis Controls IL-5 Receptor Sub-cellular Distribution. 9.9 o
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