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1436-1456.e31. :

Proteogenomic insights into the biology and treatment of HPV-negative head and neck squamous cell
carcinoma. Cancer Cell, 2021, 39, 361-379.e16.

Pulmonary alveolar proteinosis caused by deletion of the GM-CSFRI+ gene in the X chromosome

pseudoautosomal region 1. Journal of Experimental Medicine, 2008, 205, 2711-2716. 8.5 171
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