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Ecological niche adaptation of Salmonella Typhimurium U288 is associated with altered pathogenicity
and reduced zoonotic potential. Communications Biology, 2021, 4, 498.

Functional analysis of colonization factor antigen | positive enterotoxigenic Escherichia coli

identifies genes implicated in survival in water and host colonization. Microbial Genomics, 2021, 7, . 2.0 2

Large-scale sequencing of SARS-CoV-2 genomes from one region allows detailed epidemiology and
enables local outbreak management. Microbial Genomics, 2021, 7, .
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Genomic epidemiology and the role of international and regional travel in the SARS-CoV-2 epidemic in
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Salmonella intracellular adaptation is key to understand cephalosporin treatment relapse.
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SGl-4 in Monophasic Salmonella Typhimurium ST34 Is a Novel ICE That Enhances Resistance to Copper.
Frontiers in Microbiology, 2019, 10, 1118.
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Using a Human Challenge Model of Infection to Measure Vaccine Efficacy: A Randomised, Controlled
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A profile-based method for identifying functional divergence of orthologous genes in bacterial
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Loss of Multicellular Behavior in Epidemic African Nontyphoidal Salmonella enterica Serovar a1 67
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Distinct Salmonella Enteritidis lineages associated with enterocolitis in high-income settings and
invasive disease in low-income settings. Nature Genetics, 2016, 48, 1211-1217.

Emergence of host-adapted Salmonella Enteritidis through rapid evolution in an immunocompromised
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Invasive non-typhoidal salmonella disease: an emerging and neglected tropical disease in Africa.
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