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Multi-ancestry genome-wide association study accounting for gene-psychosocial factor interactions
identifies novel loci for blood pressure traits. Human Genetics and Genomics Advances, 2021, 2, 100013.

Multi-ancestry Eenome-wide gened€“sleep interactions identify novel loci for blood pressure. 13

Molecular Psychiatry, 2021, 26, 6293-6304. 79

Lifestyle Risk Score: handling missingness of individual lifestyle components in meta-analysis of
gene-by-lifestyle interactions. European Journal of Human Genetics, 2021, 29, 839-850.

The power of genetic diversity in genome-wide association studies of lipids. Nature, 2021, 600, 675-679. 27.8 353

Genome-wide meta-analysis of variant-by-diuretic interactions as modulators of lipid traits in persons
of European and African ancestry. Pharmacogenomics Journal, 2020, 20, 482-493.

Loss-of-function genomic variants highlight potential therapeutic targets for cardiovascular disease.

Nature Communications, 2020, 11, 6417. 12.8 39

Gene-educational attainment interactions in a multi-ancestry genome-wide meta-analysis identify novel
blood pressure loci. Molecular Psychiatry, 2020, 26, 2111-2125.

Smoking-by-genotype interaction in type 2 diabetes risk and fasting glucose. PLoS ONE, 2020, 15, 05 10
e0230815. )

Smoking-by-genotype interaction in type 2 diabetes risk and fasting glucose. , 2020, 15, €0230815.

Smoking-by-genotype interaction in type 2 diabetes risk and fasting glucose. , 2020, 15, e0230815. 0

Smoking-by-genotype interaction in type 2 diabetes risk and fasting glucose. , 2020, 15, e0230815.

Smoking-by-genotype interaction in type 2 diabetes risk and fasting glucose. , 2020, 15, e0230815. 0

Multi-ancestry sleep-by-SNP interaction analysis in 126,926 individuals reveals lipid loci stratified by
sleep duration. Nature Communications, 2019, 10, 5121.

Multiancestry Genome-Wide Association Study of Lipid Levels Incorporating Gene-Alcohol

Interactions. American Journal of Epidemiology, 2019, 188, 1033-1054. 3.4 85

Multi-ancestry study of blood lipid levels identifies four loci interacting with physical activity.
Nature Communications, 2019, 10, 376.

A multi-ancestry genome-wide study incorporating genea€“smoking interactions identifies multiple new

loci for pulse pressure and mean arterial pressure. Human Molecular Genetics, 2019, 28, 2615-2633. 2.9 81

Multi-ancestry genome-wide gened€“smoking interaction study of 387,272 individuals identifies new loci

associated with serum lipids. Nature Genetics, 2019, 51, 636-648.

A Large-Scale Multi-ancestry Genome-wide Study Accounting for Smoking Behavior |dentifies Multiple

Significant Loci for Blood Pressure. American Journal of Human Genetics, 2018, 102, 375-400. 6.2 123
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The Promise of Selecting Individuals from the Extremes of Exposure in the Analysis of Gene-Physical

Activity Interactions. Human Heredity, 2018, 83, 315-332.

Novel genetic associations for blood pressure identified via gene-alcohol interaction in up to 570K 05 04
individuals across multiple ancestries. PLoS ONE, 2018, 13, e0198166. :

Multiancestry Study of Genea€“Lifestyle Interactions for Cardiovascular Traits in 610 475 Individuals
From 124 Cohorts. Circulation: Cardiovascular Genetics, 2017, 10, .

Influence of Smoking Status and Intensity on Discovery of Blood Pressure Loci Through Gened€6moking

Interactions. Genetic Epidemiology, 2015, 39, 480-488. 1.3 17

Associations of epithelial sodium channel genes with blood pressure: the GenSalt study. Journal of
Human Hypertension, 2015, 29, 224-228.

Genome-Wide Linkage and Positional Association Analyses Identify Associations of Novel AFF3 and NTM

Genes with Triglycerides: The GenSalt Study. Journal of Genetics and Genomics, 2015, 42, 107-117. 3.9 13

Associations of Epithelial Sodium Channel Genes With Blood Pressure Changes and Hypertension

Incidence: The GenSalt Study. American Journal of Hypertension, 2014, 27, 1370-1376.

Genome-Wide Association Study Identifies 8 Novel Loci Associated With Blood Pressure Responses to
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