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Natural variation in the transcription factor REPLUMLESS contributes to both disease resistance and

plant growth in Arabidopsis. Plant Communications, 2022, 3, 100351. 77 4
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Divergent selection and genetic introgression shape the genome landscape of heterosis in hybrid rice.
Proceedings of the National Academy of Sciences of the United States of America, 2020, 117, 4623-4631.
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