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Molecular regulation of seed and fruit set. Trends in Plant Science, 2012, 17, 656-665.

Systems Biology of Tomato Fruit Development: Combined Transcript, Protein, and Metabolite Analysis
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Metabolic Profiling during Peach Fruit Development and Ripening Reveals the Metabolic Networks
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RNA Interference of LIN5 in Tomato Confirms Its Role in Controlling Brix Content, Uncovers the
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Antisense Inhibition of the Iron-Sulphur Subunit of Succinate Dehydrogenase Enhances
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Integrative Comparative Analyses of Transcript and Metabolite Profiles from Pepper and Tomato
Ripening and Development Stages Uncovers Species-Specific Patterns of Network Regulatory Behavior A. 4.8 174
Plant Physiology, 2012, 159, 1713-1729.
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Tomato Fruit Photosynthesis Is Seemingly Unimportant in Primary Metabolism and Ripening But Plays a

Considerable Role in Seed Development A A. Plant Physiology, 2011, 157, 1650-1663.

Partial demethylation of oligogalacturonides by pectin methyl esterased€f1 is required for eliciting

defence responses in wild strawberry (<i>Fragaria vesca</i>). Plant Journal, 2008, 54, 43-55. 57 134

Metabolic analysis of kiwifruit (Actinidia deliciosa) berries from extreme genotypes reveals hallmarks
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Combined transcription factor profiling, microarray analysis and metabolite profiling reveals the
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Botany, 2013, 64, 4421-4439.

Allelic Variation of <i>MYB10</i> Is the Major Force Controlling Natural Variation in Skin and Flesh

Color in Strawberry (<i>Fragaria</i> spp.) Fruit. Plant Cell, 2020, 32, 3723-3749. 6.6 11

Gibberellin biosynthesis and signalling during development of the strawberry receptacle. New
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Decreased Mitochondrial Activities of Malate Dehydrogenase and Fumarase in Tomato Lead to Altered
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The transcription factor AREB1 regulates primary metabolic pathways in tomato fruits. Journal of

Experimental Botany, 2014, 65, 2351-2363.
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hotspots and candidate genes. Scientific Reports, 2020, 10, 20197. 3.3 16

The cytosolic invertase NI6 affects vegetative growth, flowering, fruit set, and yield in tomato.
Journal of Experimental Botany, 2021, 72, 2525-2543.
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