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UNIFOLIATA regulates leaf and flower morphogenesis in pea. Current Biology, 1997, 7, 581-587.
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primordia. Plant Molecular Biology, 2001, 45, 387-398.
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The Mutant crispa Reveals Multiple Roles for PHANTASTICA in Pea Compound Leaf Development. Plant
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Coordinate regulation of replication and virion sense gene expression in wheat dwarf virus.. Plant
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Conserved genetic determinant of motor organ identity in <i>Medicago truncatula</i> and related
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The genetic control of patterning in pea leaves. Trends in Plant Science, 1998, 3, 439-444.
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Developmental specialisations in the legume family. Current Opinion in Plant Biology, 2014, 17, 153-158.
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Phytologist, 2018, 220, 288-299. :

Isolation by PCR of a cDNA clone from pea petals with similarity to petunia and wheat zinc finger
proteins. Plant Molecular Biology, 1996, 30, 1051-1058.

Conservation and diversification of gene function in plant development. Current Opinion in Plant 71 10
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