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Improving CRISPR-Cas nuclease specificity using truncated guide RNAs. Nature Biotechnology, 2014, 32,
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2014, 32, 569-576.
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Zebrafish<i>dscaml1<[i>Deficiency Impairs Retinal Patterning and Oculomotor Function. Journal of
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Disruption of the kringle 1 domain of prothrombin leads to late onset mortality in zebrafish.
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Factor X Mutant Zebrafish Tolerate a Severe Hemostatic Defect in Early Development Yet Develop
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