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Identification of molecular signatures of cystic fibrosis disease status with plasma-based functional
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Cardiometabolic Effects Associated with the Absorption of Intact Nona€ealoric Artificial Sweeteners.
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Innate immune activity as a predictor of persistent insulin secretion and association with
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Modulation of the diet and gastrointestinal microbiota normalizes systemic inflammation and 12-cell
chemokine expression associated with autoimmune diabetes susceptibility. PLoS ONE, 2018, 13, e0190351.

Intestinal alkaline phosphatase deficiency leads to dysbiosis and bacterial translocation in the
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Increased Expression of Plasma-Induced ABCC1 mRNA in Cystic Fibrosis. International Journal of a1 8
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Longitudinal analysis of hepatic transcriptome and serum metabolome demonstrates altered lipid

metabolism following the onset of hyperglycemia in spontaneously diabetic biobreeding rats. PLoS
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Identification of a serum-induced transcriptional signature associated with metastatic cervical 05 10
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TGF-21 along with other platelet contents augments Treg cells to suppress anti-FVIIl immune responses
in hemophilia A mice. Blood Advances, 2016, 1, 139-151.

Circulating Differentially Methylated Amylin DNA as a Biomarker of 12-Cell Loss in Type 1 Diabetes. PLoS 05 45
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Interleukind€d antagonism moderates the inflammatory state associated with Type 1 diabetes during
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Innate inflammation in type 1 diabetes. Translational Research, 2016, 167, 214-227.
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Neutrophil Activation In Sickle Cell Disease: Biochemical and Functional Changes At Baseline and
During Acute Vaso-Occlusive Crises. Blood, 2013, 122, 992-992.

Evaluation of Genomic Evidence for Oxidative Stress in Experimental Radiation Nephropathy. Journal
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GWAS nominated gene SH2B3 increases cardiac remodeling and inflammation associated with type 1

diabetes (T1D). FASEB Journal, 2012, 26, 1057.25.

Induction of a Novel Population of CD8+ Foxp3+ Regulatory T Cells During Graft Versus Host Disease. 14 1
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Three-color cDNA microarrays with prehybridization quality control yield gene expression data
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