84

papers

87

all docs

101543

4,531 36
citations h-index
87 87
docs citations times ranked

118850
62

g-index

10300

citing authors



10

12

14

16

18

ARTICLE IF CITATIONS

Multiple independent variants at the TERT locus are associated with telomere length and risks of
breast and ovarian cancer. Nature Genetics, 2013, 45, 371-384.

Shared genetic origin of asthma, hay fever and eczema elucidates allergic disease biology. Nature 914 432
Genetics, 2017, 49, 1752-1757. )

Genome-wide association analyses identify multiple loci associated with central corneal thickness
and keratoconus. Nature Genetics, 2013, 45, 155-163.

Genetic Architectures of Childhood- and Adult-Onset Asthma Are Partly Distinct. American Journal of 6.2 183
Human Genetics, 2019, 104, 665-684. :

Common Genetic Variants near the Brittle Cornea Syndrome Locus ZNF469 Influence the Blinding
Disease Risk Factor Central Corneal Thickness. PLoS Genetics, 2010, 6, e1000947.

Association of Genetic Risk Factors for Psychiatric Disorders and Traits of These Disorders in a 1.0 114
Swedish Population Twin Sample. JAMA Psychiatry, 2019, 76, 280. ’

Association of vitamin D levels and risk of ovarian cancer: a Mendelian randomization study.
International Journal of Epidemiology, 2016, 45, 1619-1630.

ABCA Transporter Gene Expression and Poor Outcome in Epithelial Ovarian Cancer. Journal of the

National Cancer Institute, 2014, 106, . 6.3 107

The contribution of common genetic risk variants for ADHD to a general factor of childhood
psychopathology. Molecular Psychiatry, 2020, 25, 1809-1821.

Meta-analysis of gened€“environment-wide association scans accounting for education level identifies

additional loci for refractive error. Nature Communications, 2016, 7, 11008. 12.8 104

Meta-analysis of genome-wide association studies identifies novel loci that influence cupping and the
glaucomatous process. Nature Communications, 2014, 5, 4883.

PCR Diagnosis of Pneumocystis Pneumonia: a Bivariate Meta-Analysis. Journal of Clinical Microbiology, 3.9 86
2011, 49, 4361-4363. )

Most common &€ sporadica€™ cancers have a significant germline genetic component. Human Molecular
Genetics, 2014, 23,6112-6118.

Genomed€wide analysis of adolescent psychotica€like experiences shows genetic overlap with psychiatric

disorders. American Journal of Medical Genetics Part B: Neuropsychiatric Genetics, 2018, 177, 416-425. L7 74

A genomea€wide association study of the frailty index highlights brain pathways in ageing. Aging Cell,
2021, 20, e13459.

Childhood aggression and the co-occurrence of behavioural and emotional problems: results across
ages 34€“16Ayears from multiple raters in six cohorts in the EU-ACTION project. European Child and 4.7 72
Adolescent Psychiatry, 2018, 27, 1105-1121.

Shared genetics underlying epidemiological association between endometriosis and ovarian cancer.

Human Molecular Genetics, 2015, 24, 5955-5964.

LarEe scale international replication and meta-analysis study confirms association of the 15q14 locus 3.8 7
with myopia. The CREAM consortium. Human Genetics, 2012, 131, 1467-1480. :



20

22

24

26

28

30

32

34

36

ARTICLE IF CITATIONS
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