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Targeting endogenous proteins for degradation through the affinity-directed protein missile system.

Open Biology, 2017, 7, 170066. 3.6 61
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Brd4a€Brd2 isoform switching coordinates pluripotent exit and Smad2&€dependent lineage specification.
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Protein phosphatase 5 modulates SMAD3 function in the transforming growth factora€l? pathway. 2.6 21
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Regulation of the transforming growth factor 12 pathway by reversible ubiquitylation. Open Biology,
2012, 2, 120082.
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The specificities of small molecule inhibitors of the TGFAY and BMP pathways. Cellular Signalling, 2011,
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