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12 Genome-wide meta-analysis identifies 56 bone mineral density loci and reveals 14 loci associated with
risk of fracture. Nature Genetics, 2012, 44, 491-501. 9.4 1,100

13 Genome-wide trans-ancestry meta-analysis provides insight into the genetic architecture of type 2
diabetes susceptibility. Nature Genetics, 2014, 46, 234-244. 9.4 959

14 Meta-analysis identifies 13 new loci associated with waist-hip ratio and reveals sexual dimorphism in
the genetic basis of fat distribution. Nature Genetics, 2010, 42, 949-960. 9.4 836

15 Genome-Wide Association Analysis Identifies Variants Associated with Nonalcoholic Fatty Liver
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16 Clinical Pharmacogenetics Implementation Consortium Guidelines for CYP2C19 Genotype and
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26 Genetic Variation in the Î²3-Adrenergic Receptor and an Increased Capacity to Gain Weight in Patients
with Morbid Obesity. New England Journal of Medicine, 1995, 333, 352-354. 13.9 614

27 Time of Onset of Non-Insulin-Dependent Diabetes Mellitus and Genetic Variation in the
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Cardioprotection. Science, 2008, 322, 1702-1705. 6.0 588
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31 A Protein-Truncating<i>HSD17B13</i>Variant and Protection from Chronic Liver Disease. New England
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32 Unique Lipoprotein Phenotype and Genotype Associated With Exceptional Longevity. JAMA - Journal of
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Molecular Scanning of the Human Peroxisome Proliferator Activated Receptor Î³ (hPPARÎ³) Gene in
Diabetic Caucasians: Identification of a Pro12Ala PPARÎ³2 Missense Mutation. Biochemical and
Biophysical Research Communications, 1997, 241, 270-274.
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34 Implementing genomic medicine in the clinic: the future is here. Genetics in Medicine, 2013, 15, 258-267. 1.1 472

35 Distribution and clinical impact of functional variants in 50,726 whole-exome sequences from the
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36 Meta-Analysis of Genome-Wide Association Studies in &gt;80 000 Subjects Identifies Multiple Loci for
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37 Thirty new loci for age at menarche identified by a meta-analysis of genome-wide association studies.
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38 Discovery of 318 new risk loci for type 2 diabetes and related vascular outcomes among 1.4 million
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39 Clinical Pharmacogenetics Implementation Consortium Guidelines for Cytochrome P450-2C19
(CYP2C19) Genotype and Clopidogrel Therapy. Clinical Pharmacology and Therapeutics, 2011, 90, 328-332. 2.3 422
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41 Inactivating Variants in <i>ANGPTL4</i> and Risk of Coronary Artery Disease. New England Journal of
Medicine, 2016, 374, 1123-1133. 13.9 411
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Genetics, 2008, 40, 198-203. 9.4 369
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55 Genetic variation near IRS1 associates with reduced adiposity and an impaired metabolic profile.
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56 Association of the Pro12Ala variant in the peroxisome proliferator-activated receptor-gamma2 gene
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63 Association between uncoupling protein polymorphisms (UCP2-UCP3) and energy metabolism/obesity in
Pima indians. Human Molecular Genetics, 1998, 7, 1431-1435. 1.4 261
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65 Genetic loci influencing kidney function and chronic kidney disease. Nature Genetics, 2010, 42, 373-375. 9.4 246

66 New loci for body fat percentage reveal link between adiposity and cardiometabolic disease risk.
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69 Common Variants in 40 Genes Assessed for Diabetes Incidence and Response to Metformin and Lifestyle
Intervention in the Diabetes Prevention Program. Diabetes, 2010, 59, 2672-2681. 0.3 234

70 The Pharmacogenetics Research Network: From SNP Discovery to Clinical Drug Response. Clinical
Pharmacology and Therapeutics, 2007, 81, 328-345. 2.3 230
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72 Pharmacogenomics: Challenges and Opportunities. Annals of Internal Medicine, 2006, 145, 749. 2.0 228
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73 Large-Scale Gene-Centric Meta-analysis across 32 Studies Identifies Multiple Lipid Loci. American
Journal of Human Genetics, 2012, 91, 823-838. 2.6 227
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Japanese Subjects. Biochemical and Biophysical Research Communications, 1995, 215, 555-560. 1.0 223

75 Loci associated with ischaemic stroke and its subtypes (SiGN): a genome-wide association study. Lancet
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1.1 213
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86 Directional dominance on stature and cognition inÂ diverse human populations. Nature, 2015, 523,
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