12

papers

13

all docs

933447

2,607 10
citations h-index
13 13
docs citations times ranked

1199594
12

g-index

3831

citing authors



10

12

ARTICLE IF CITATIONS

Genomic Analysis Based on Chromosome-Level Genome Assembly Reveals an Expansion of Terpene
Biosynthesis of Azadirachta indica. Frontiers in Plant Science, 2022, 13, 853861.

The Translational Regulation in mTOR Pathway. Biomolecules, 2022, 12, 802. 4.0 34

TRIBE editing reveals specific mRNA targets of elF4E-BP in <i>Drosophila</i> and in mammals. Science
Advances, 2020, 6, eabb8771.

NonA and CPX Link the Circadian Clockwork to Locomotor Activity in Drosophila. Neuron, 2018, 99,
768-780.¢3. 81 1

Identification of RNA-binding protein targets with HyperTRIBE. Nature Protocols, 2018, 13, 1829-1849.

TRIBE: Hijacking an RNA-Editing Enzyme to Identify Cell-Specific Targets of RNA-Binding Proteins. Cell,

2016, 165, 742-753. 28.9 182

Adenylation of Maternally Inherited MicroRNAs by Wispy. Molecular Cell, 2014, 56, 696-707.

The co-regulation mechanism of transcription factors in the human gene regulatory network. Nucleic

Acids Research, 2012, 40, 8849-8861. 14.5 26

Conserved microRNA miR-8 controls body size in response to steroid signaling in <i>Drosophila</i>.
Genes and Development, 2012, 26, 1427-1432.

Human UPF1 Participates in Small RNA-Induced mRNA Downregulation. Molecular and Cellular 9.3 97
Biology, 2009, 29, 5789-5799. :

Conserved MicroRNA miR-8/miR-200 and Its Target USH/FOG2 Control Growth by Regulating PI3K. Cell,

2009, 139, 1096-1108.

The Drosha-DGCR8 complex in primary microRNA processing. Genes and Development, 2004, 18,

3016-3027. 5.9 1,774



