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Ebselen, a promising antioxidant drug: mechanisms of action and targets of biological pathways.
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Possible Transmission Flow of SARS-CoV-2 Based on ACE2 Features. Molecules, 2020, 25, 5906. 3.8 33
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PARP1-dependent eviction of the linker histone H1 mediates immediate early gene expression during
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Vimentin protects differentiating stem cells from stress. Scientific Reports, 2020, 10, 19525.

Variations in Orf3a protein of SARS-CoV-2 alter its structure and function. Biochemistry and 13 39
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Senl, the homolog of human Senataxin, is critical for cell survival through regulation of redox
homeostasis, mitochondrial function, and the <scp>TOR</scp> pathway in <i>Saccharomyces
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Antid€eancer drug KP1019 modulates epigenetics and induces DNA damage response in <i>Saccharomyces
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Depletion of Cellular Iron by Curcumin Leads to Alteration in Histone Acetylation and Degradation of
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The molecular assessment of SARS-CoV-2 Nucleocapsid Phosphoprotein variants among Indian
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The importance of accessory protein variants in the pathogenicity of SARS-CoV-2. Archives of
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Mitogen-activated protein Rinase Hog1 is activated in response to curcumin exposure in the budding
yeast Saccharomyces cerevisiae. BMC Microbiology, 2014, 14, 317.

Signaling of Chloroquine-Induced Stress in the Yeast Saccharomyces cerevisiae Requires the Hog1 and
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Identification of novel mutations in the methyltransferase complex (Nsp10-Nsp16) of SARS-CoV-2.
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Emergence of unique SARS-CoV-2 ORF10 variants and their impact on protein structure and function.
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The mechanism behind flaring/triggering of autoimmunity disorders associated with COVID-19.
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