
William R Scott

List of Publications by Year
in descending order

Source: https://exaly.com/author-pdf/223249/publications.pdf

Version: 2024-02-01

22

papers

4,873

citations

22

h-index

304743

23

g-index

642732

23

all docs

23

docs citations

23

times ranked

11536

citing authors



William R Scott

2

# Article IF Citations

1 Genetic variation influencing DNA methylation provides insights into molecular mechanisms
regulating genomic function. Nature Genetics, 2022, 54, 18-29. 21.4 60

2 Associations of autozygosity with a broad range of human phenotypes. Nature Communications, 2019,
10, 4957. 12.8 84

3 Multiancestry Genome-Wide Association Study of Lipid Levels Incorporating Gene-Alcohol
Interactions. American Journal of Epidemiology, 2019, 188, 1033-1054. 3.4 85

4 A multi-ancestry genome-wide study incorporating geneâ€“smoking interactions identifies multiple new
loci for pulse pressure and mean arterial pressure. Human Molecular Genetics, 2019, 28, 2615-2633. 2.9 31

5 A Large-Scale Multi-ancestry Genome-wide Study Accounting for Smoking Behavior Identifies Multiple
Significant Loci for Blood Pressure. American Journal of Human Genetics, 2018, 102, 375-400. 6.2 123

6
Genome Analyses of &gt;200,000 Individuals Identify 58 Loci for Chronic Inflammation and Highlight
Pathways that Link Inflammation and Complex Disorders. American Journal of Human Genetics, 2018,
103, 691-706.

6.2 326

7 Novel genetic associations for blood pressure identified via gene-alcohol interaction in up to 570K
individuals across multiple ancestries. PLoS ONE, 2018, 13, e0198166. 2.5 94

8 Whole-Genome Sequencing Coupled to Imputation Discovers Genetic Signals for Anthropometric
Traits. American Journal of Human Genetics, 2017, 100, 865-884. 6.2 131

9 A Low-Frequency Inactivating <i>AKT2</i> Variant Enriched in the Finnish Population Is Associated
With Fasting Insulin Levels and Type 2 Diabetes Risk. Diabetes, 2017, 66, 2019-2032. 0.6 47

10 Epigenome-wide association study of body mass index, and the adverse outcomes of adiposity. Nature,
2017, 541, 81-86. 27.8 743

11 Sequence data and association statistics from 12,940 type 2 diabetes cases and controls. Scientific
Data, 2017, 4, 170179. 5.3 31

12
Impact of common genetic determinants of Hemoglobin A1c on type 2 diabetes risk and diagnosis in
ancestrally diverse populations: A transethnic genome-wide meta-analysis. PLoS Medicine, 2017, 14,
e1002383.

8.4 341

13 Genome-wide physical activity interactions in adiposity â€• A meta-analysis of 200,452 adults. PLoS
Genetics, 2017, 13, e1006528. 3.5 158

14 Investigation of Genetic Variation Underlying Central Obesity amongst South Asians. PLoS ONE, 2016,
11, e0155478. 2.5 22

15 The genetic architecture of type 2 diabetes. Nature, 2016, 536, 41-47. 27.8 952

16 Meta-analysis of 49â€…549 individuals imputed with the 1000 Genomes Project reveals an exonic damaging
variant in<i>ANGPTL4</i>determining fasting TG levels. Journal of Medical Genetics, 2016, 53, 441-449. 3.2 34

17 New loci for body fat percentage reveal link between adiposity and cardiometabolic disease risk.
Nature Communications, 2016, 7, 10495. 12.8 245

18 The Influence of Age and Sex on Genetic Associations with Adult Body Size and Shape: A Large-Scale
Genome-Wide Interaction Study. PLoS Genetics, 2015, 11, e1005378. 3.5 331



3

William R Scott

# Article IF Citations

19 Directional dominance on stature and cognition inÂ diverse human populations. Nature, 2015, 523,
459-462. 27.8 173

20
Epigenome-wide association of DNA methylation markers in peripheral blood from Indian Asians and
Europeans with incident type 2 diabetes: a nested case-control study. Lancet Diabetes and
Endocrinology,the, 2015, 3, 526-534.

11.4 396

21 Trans-ancestry genome-wide association study identifies 12 genetic loci influencing blood pressure
and implicates a role for DNA methylation. Nature Genetics, 2015, 47, 1282-1293. 21.4 294

22 The South Asian Genome. PLoS ONE, 2014, 9, e102645. 2.5 43


