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ARTICLE IF CITATIONS
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Experimental diagnostic of sequence-variant dynamic perturbations revealed by broadband dielectric
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A computational methodology to diagnose sequence-variant dynamic perturbations by comparing
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Physical Chemistry B, 2019, 123, 3452-3461. 2.6 29
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Protonation of Histidine-132 Promotes Oligomerization of the Channel-Forming Toxin Aerolysin.
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