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Differential regulation of autophagy by STAU1 in alveolar rhabdomyosarcoma and nona€transformed a4 .
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methyltransferases. Methods, 2020, 175, 44-52.

PRMT7 methylates eukaryotic translation initiation factor 21+ and regulates its role in stress granule

formation. Molecular Biology of the Cell, 2019, 30, 778-793. 21 31

A complex of COORF72 and p62 uses arginine methylation to eliminate stress granules by autophagy.
Nature Communications, 2018, 9, 2794.

Novel Roles for Staufenl in Embryonal and Alveolar Rhabdomyosarcoma via c-myc-dependent and

-independent events. Scientific Reports, 2017, 7, 42342. 83 14

Muscle-specific expression of the RNA-binding protein Staufenl induces progressive skeletal muscle
atrophy via regulation of phosphatase tensin homolog. Human Molecular Genetics, 2017, 26, 1821-1838.

Misregulation of calcium-handling proteins promotes hyperactivation of calcineurina€“NFAT signaling 2.9 o7
in skeletal muscle of DM1 mice. Human Molecular Genetics, 2017, 26, 2192-2206. :
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v2 relative expression and metastatic potential in breast cancer cells. International Journal of
Biochemistry and Cell Biology, 2017, 91, 124-135.

Tudor Domain Containing Protein 3 Promotes Tumorigenesis and Invasive Capacity of Breast Cancer 3.3 18
Cells. Scientific Reports, 2017, 7, 5153. ’
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Independent of Canonical Macroautophagy. Developmental Cell, 2017, 43, 716-730.e7.

Lysine acetyltransferase NuA4 and acetyl-CoA regulate glucose-deprived stress granule formation in

Saccharomyces cerevisiae. PLoS Genetics, 2017, 13, e1006626. 35 20

Staufenl Regulates Multiple Alternative Splicing Events either Positively or Negatively in DM1
Indicating Its Role as a Disease Modifier. PLoS Genetics, 2016, 12, e1005827.

Staufenl impairs stress granule formation in skeletal muscle cells from myotonic dystrophy type 1 01 30
patients. Molecular Biology of the Cell, 2016, 27, 1728-1739. :

Staufenls role as a splicing factor and a disease modifier in Myotonic Dystrophy Type |. Rare Diseases
(Austin, Tex ), 2016, 4, e1225644.

A novel role for CARM1 in promoting nonsense-mediated mRNA decay: potential implications for spinal 145 29
muscular atrophy. Nucleic Acids Research, 2016, 44, 2661-2676. :

Cross-talk between PRMT1-mediated methylation and ubiquitylation on RBM15 controls RNA splicing.

ELife, 2015, 4, .

Identification of the PRMT1v1 and PRMT1v2 specific interactomes by quantitative mass spectrometry in 99 19
breast cancer cells. Proteomics, 2015, 15, 2187-2197. :
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Arginine methyltransferases as novel therapeutic targets for breast cancer. Mutagenesis, 2015, 30,
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IGF-1R Reduction Triggers Neuroprotective Signaling Pathways in Spinal Muscular Atrophy Mice.
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Protein arginine methyltransferase 7 promotes breast cancer cell invasion through the induction of
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Converging pathways involving microRNA-206 and the RNA-binding protein KSRP control
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Abstract 3789: The alternatively spliced PRMT1 isoform PRMT1v2 promotes breast cancer cell survival
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Alternatively spliced protein arginine methyltransferase 1 isoform PRMT1v2 promotes the survival and
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hnRNP Al regulates UV-induced NF-2B signalling through destabilization of clAP1 mRNA. Cell Death and

Differentiation, 2009, 16, 244-252.
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TDRD3, a novel Tudor domain-containing protein, localizes to cytoplasmic stress granules. Human

Molecular Genetics, 2008, 17, 3055-3074.
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