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Journal of Animal Breeding and Genetics, 2022, 139, 476-487. 2.0 9
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13 Preliminary study on tick ectoparasites of horses: effects on tick development and on the
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14 Alternative bayesian models for genetic evaluation of biometrical, physical, and morphological
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26 Proteomic Analysis of Liver from Finishing Beef Cattle Supplemented with a Rumen-Protected B-Vitamin
Blend and Hydroxy Trace Minerals. Animals, 2021, 11, 1934. 2.3 0
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28 Intramuscular collagen characteristics and expression of related genes in skeletal muscle of cull
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Science, 2021, 99, . 0.5 13

30 Choice of non-linear models to determine the growth curve of meat-type quail. Ciencia Rural, 2021, 51,
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31 Assessment of digestible lysine requirements in lipopolysaccharide-challenged pigs. Journal of Animal
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32 Reduced rank analysis of morphometric and functional traits in Campolina horses. Journal of Animal
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33 Mixed model-based Jinks and Pooni method to predict segregating populations in wheat breeding. Crop
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35 Genetic evaluation for latent variables derived from factor analysis in broilers. British Poultry
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36 Genetic parameters for fertility traits in Nellore bulls. Reproduction in Domestic Animals, 2020, 55,
38-43. 1.4 15



4

Fabyano Silva

# Article IF Citations
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40 GWAS and gene networks for milk-related traits from test-day multiple lactations in Portuguese
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Short communication: Time-dependent genetic parameters and single-step genome-wide association
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42 Short communication: Genetic parameter estimates for caprine arthritis encephalitis in dairy goats.
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cattle. Journal of Dairy Research, 2020, 87, 37-44. 1.4 3
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63 Effects of dietary nucleotide supplementation on growth performance and physiology of broiler
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65 Quail growth curve model identity. Research, Society and Development, 2020, 9, e9439109328. 0.1 2
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Short communication: Molecular characterization and antimicrobial resistance of pathogenic
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stages of Ayrshire, Holstein, and Jersey dairy cattle. Journal of Dairy Science, 2019, 102, 8159-8174. 3.4 42
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Agricola, 2019, 76, 368-375. 1.2 5

86 Associations between morphometric variables and weight and yields carcass in
Pirapitinga<i>Piaractus brachypomus</i>. Aquaculture Research, 2019, 50, 2004-2011. 1.8 8
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122 Research Article Support vector machines applied to the genetic classification problem of hybrid
populations with high degrees of similarity. Genetics and Molecular Research, 2018, 17, . 0.2 1

123 Quantile regression of nonlinear models to describe different levels of dry matter accumulation in
garlic plants. Ciencia Rural, 2018, 48, . 0.5 6
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188 Effect of maternal nutrition and days of gestation on pituitary gland and gonadal gene expression in
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169-175. 1.3 4
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222 A genome-wide association study reveals a novel candidate gene for sperm motility in pigs. Animal
Reproduction Science, 2014, 151, 201-207. 1.5 28

223 Supervised independent component analysis as an alternative method for genomic selection in pigs.
Journal of Animal Breeding and Genetics, 2014, 131, 452-461. 2.0 14
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225 Sire evaluation for total number born in pigs using a genomic reaction norms approach1. Journal of
Animal Science, 2014, 92, 3825-3834. 0.5 46
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244 Genomic growth curves of an outbred pig population. Genetics and Molecular Biology, 2013, 36,
520-527. 1.3 13

245 RegressÃ£o via componentes independentes aplicada Ã  seleÃ§Ã£o genÃ´mica para caracterÃ­sticas de carcaÃ§a
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249 MicropropagaÃ§Ã£o da bananeira 'MaÃ§Ã£', cultivada in vitro em diferentes volumes de meio lÃ­quido.
Revista Ceres, 2013, 60, 745-751. 0.4 3

250 Quadrados mÃ­nimos parciais uni e multivariado aplicados na seleÃ§Ã£o genÃ´mica para caracterÃ­sticas de
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