12

papers

12

all docs

1307594

175 7
citations h-index
12 12
docs citations times ranked

1372567
10

g-index

383

citing authors



10

12

ARTICLE IF CITATIONS

Broad Genomic Sampling Reveals a Smut Pathogenic Ancestry of the Fungal Clade Ustilaginomycotina.
Molecular Biology and Evolution, 2018, 35, 1840-1854.

Model Choice, Missing Data, and Taxon Sampling Impact Phylogenomic Inference of Deep Basidiomycota

Relationships. Systematic Biology, 2020, 69, 17-37. 5.6 34

Dose-Dependent Cytotoxic Effects of Menthol on Human Malignant Melanoma A-375 Cells: Correlation
with TRPM8 Transcript Expression. Asian Pacific Journal of Cancer Prevention, 2014, 15, 1551-1556.

Taxonomic revisions in the Microstromatales: two new ?/east species, two new genera, and validation 14 21
of Jaminaea and two Sympodiomycopsis species. Mycological Progress, 2017, 16, 495-505. ’

Rare or rarely detected? Ceraceosorus guamensis sp. nov.: a second described species of
Ceraceosorales and the potential for underdetection of rare lineages with common sampling
techniques. Antonie Van LeeuwenhoeRk, 2016, 109, 1127-1139.

Investigating the Smuts: Common Cues, Signaling Pathways, and the Role of MAT in Dimorphic

Switching and Pathogenesis. Journal of Fungi (Basel, Switzerland), 2020, 6, 368. 35 13

TheSuhomycesclade: from single isolate to multiple species to disintegrating sex loci. FEMS Yeast
Research, 2019, 19, .

A Multiomic Approach to Understand How Pleurotus eryngii Transforms Non-Woody Lignocellulosic a5 °
Material. Journal of Fungi (Basel, Switzerland), 2021, 7, 426. :

A new species of Cintractiella (Ustilaginales) from the volcanic island of Kosrae, Caroline Islands,
Micronesia. MycoKeys, 2018, 42, 1-6.

Farysia magdalena sp. nov. and description of the anamorph of Anthracocystis heteropogonicola from 14 1
the Americas. Mycological Progress, 2020, 19, 921-934. )

Comparative transcriptomics reveal different mechanisms for hyphal growth across four

plant-associated dimorphic fungi. Fungal Genetics and Biology, 2021, 152, 103565.

Draft Genome Sequence of the Ectomycorrhizal Fungus Astraeus odoratus from Northern Thailand.

Microbiology Resource Announcements, 2021, 10, e0004421. 0.6 o



