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Intratumoral plasma cells predict outcomes to PD-L1 blockade in non-small cell lung cancer. Cancer
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miRNA-independent function of long noncoding pri-miRNA loci. Proceedings of the National Academy
of Sciences of the United States of America, 2021, 118, .

Gremlin 1+ fibroblastic niche maintains dendritic cell homeostasis in lymphoid tissues. Nature 145 44
Immunology, 2021, 22, 571-585. ’
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Single-cell profiling of human gliomas reveals macrophage ontogeny as a basis for regional

differences in macrophage activation in the tumor microenvironment. Genome Biology, 2017, 18, 234.
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