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30 Tropical and temperate wastewater treatment plants assemble different and diverse microbiomes.
Applied Microbiology and Biotechnology, 2021, 105, 853-867. 3.6 5
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34 Insights into palladium nanoparticles produced by Shewanella oneidensis MR-1: Roles of NADH
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52 Beneficial effect of butyrateâ€•producing Lachnospiraceae on stressâ€•induced visceral hypersensitivity in
rats. Journal of Gastroenterology and Hepatology (Australia), 2019, 34, 1368-1376. 2.8 182

53 Chemotactic screening of imidazolinone-degrading bacteria by microfluidic SlipChip. Journal of
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60 Environmental Adaptability and Quorum Sensing: Iron Uptake Regulation during Biofilm Formation by
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Chassis for Bioremediation. ACS Synthetic Biology, 2018, 7, 1753-1762. 3.8 30
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67 Hymenobacter cavernae sp. nov., isolated from a karst cave. International Journal of Systematic and
Evolutionary Microbiology, 2017, 67, 4825-4829. 1.7 19

68 A new subclass of intrinsic aminoglycoside nucleotidyltransferases, ANT(3")-II, is horizontally
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triggers chemotaxis towards diverse organic compounds. Applied Microbiology and Biotechnology,
2015, 99, 2773-2781.

3.6 25

83 Gryllotalpicola reticulitermitis sp. nov., isolated from a termite gut. International Journal of
Systematic and Evolutionary Microbiology, 2015, 65, 85-89. 1.7 20

84 Metallosphaera tengchongensis sp. nov., an acidothermophilic archaeon isolated from a hot spring.
International Journal of Systematic and Evolutionary Microbiology, 2015, 65, 537-542. 1.7 19

85 Tumebacillus algifaecis sp. nov., isolated from decomposing algal scum. International Journal of
Systematic and Evolutionary Microbiology, 2015, 65, 2194-2198. 1.7 14

86 Alicyclobacillus fodiniaquatilis sp. nov., isolated from acid mine water. International Journal of
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of protocatechuate 4,5-cleavage pathway in bacteria. Applied Microbiology and Biotechnology, 2013,
97, 6031-6041.

3.6 36

99 Paenibacillus taihuensis sp. nov., isolated from an eutrophic lake. International Journal of Systematic
and Evolutionary Microbiology, 2013, 63, 3652-3658. 1.7 19

100 Structures of aminophenol dioxygenase in complex with intermediate, product and inhibitor. Acta
Crystallographica Section D: Biological Crystallography, 2013, 69, 32-43. 2.5 19

101

Chryseobacterium taihuense sp. nov., isolated from a eutrophic lake, and emended descriptions of the
genus Chryseobacterium , Chryseobacterium taiwanense , Chryseobacterium jejuense and
Chryseobacterium indoltheticum. International Journal of Systematic and Evolutionary Microbiology,
2013, 63, 913-919.

1.7 65
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