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Biology, 2021, 17, 465-476.

Structural dissection of sequence recognition and catalytic mechanism of human LINE-1 6.5
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The structure of iPLA212 reveals dimeric active sites and suggests mechanisms of regulation and
localization. Nature Communications, 2018, 9, 765.

Novel crystal structure of calcium independent phospholipase iPLA2{2: mechanism of activity regulation

and membrane localization. FASEB Journal, 2018, 32, 672.2. 0.2 0

Advances in structural studies of recombination mediator proteins. Biophysical Chemistry, 2017, 225,
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A MUB E2 structure reveals E1 selectivity between cognate ubiquitin E2s in eukaryotes. Nature 5.8
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RecO Protein Initiates DNA Recombination and Strand Annealing through Two Alternative DNA Binding
Mechanisms. Journal of Biological Chemistry, 2014, 289, 28846-28855.
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A dual role for mycobacterial RecO in RecA-dependent homologous recombination and
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High Resolution Crystal Structure of Human i2-Glucuronidase Reveals Structural Basis of Lysosome

Targeting. PLoS ONE, 2013, 8, €79687. L1 52

New evidence for dimerization of the short variant of PLA2g6, and regulation of its catalytic activity
by Ca2+/calmodulin and Ca2+ influx factor.. FASEB Journal, 2013, 27, 1004.5.

Plasmodium falciparum SSB Tetramer Wraps Single-Stranded DNA with Similar Topology but Opposite

Polarity to E. coli SSB. Journal of Molecular Biology, 2012, 420, 269-283. 2.0 36

Structural Studies of SSB Interaction with RecO. Methods in Molecular Biology, 2012, 922, 123-131.

SSB Functions as a Sliding Platform that Migrates on DNA via Reptation. Cell, 2011, 146, 222-232. 13.5 180

SSB Functions as a Sliding Platform that Migrates on DNA via Reptation. Cell, 2011, 146, 485.

Rotations of the 2B Sub-domain of E. coli UvrD Helicase/Translocase Coupled to Nucleotide and DNA

Binding. Journal of Molecular Biology, 2011, 411, 633-648. 2.0 57



20

22

24

26

28

30

32

34

36

SERGEY V KOROLEV

ARTICLE IF CITATIONS

The loop-less tmCdc34 E2 mutant defective in polyubiquitination in vitro and in vivo supports yeast

growth in a manner dependent on Ubp14 and Cka2. Cell Division, 2011, 6, 7.

Mechanism of RecO recruitment to DNA by single-stranded DNA binding protein. Nucleic Acids 6.5 o5
Research, 2011, 39, 6305-6314. :

Retrovirus Integrase-DNA Structure Elucidates Concerted Integration Mechanisms. Viruses, 2010, 2,
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in the Processing and Recovery of Replication Forks Disrupted by DNA Damage. Journal of Molecular 2.0 9
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RecR-mediated Modulation of RecF Dimer Specificity for Single- and Double-stranded DNA. Journal of
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SCF E3-Mediated Autoubiquitination Negatively Regulates Activity of Cdc34 E2 but Plays a Nonessential
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Mutations in Cohesin Complex Members SMC3 and SMC1A Cause a Mild Variant of Cornelia de Lange
Syndrome with Predominant Mental Retardation. American Journal of Human Genetics, 2007, 80,
485-494.

Structural conservation of RecF and Rad50: implications for DNA recognition and RecF function. a5 54
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anRyrin fold. Protein Science, 2005, 14, 1274-1281.

1.6 A... crystal structure of YteR protein from Bacillus subtilis, a predicted lyase. Proteins: Structure,

Function and Bioinformatics, 2005, 60, 561-565. L5 7

Crystal Structure of a Novel Shikimate Dehydrogenase from Haemophilus influenzae. Journal of
Biological Chemistry, 2005, 280, 17101-17108.

A Novel Structure of DNA Repair Protein RecO from Deinococcus radiodurans. Structure, 2004, 12,
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Crystal structure of a predicted precorrin-8x methylmutase from Thermoplasma acidophilum.
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Crystal structure ofBacillus subtilis YdaF protein: A putative ribosomalN-acetyltransferase. Proteins:
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Anchoring Notch Genetics and Biochemistry. Molecular Cell, 2004, 13, 619-626.

DNA helicases, motors that move along nucleic acids: Lessons from the SF1 helicase superfamily. The
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The 2B domain of the Escherichia coli Rep protein is not required for DNA helicase activity.
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Phage P4 origin-binding domain structure reveals a mechanism for regulation of DNA-binding activity
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