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The NLR-Annotator Tool Enables Annotation of the Intracellular Inmune Receptor Repertoire. Plant 48 147
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Mildew Locus O facilitates colonization by arbuscular mycorrhizal fungi in angiosperms. New
Phytologist, 2020, 227, 343-351.

Mapping of agronomic traits, disease resistance and malting quality in a wide cross of two-row barley 05 8
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The transcriptional landscape of polyploid wheat. Science, 2018, 361, .
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233-240.
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Genome Expansion and Gene Loss in Powdery Mildew Fungi Reveal Tradeoffs in Extreme Parasitism. 12.6 795
Science, 2010, 330, 1543-1546. :
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Coevolution between a Family of Parasite Virulence Effectors and a Class of LINE-1 Retrotransposons. 05 60
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Genetics of avirulence genes in Blumeria graminis f.sp. hordei and physical mapping of AVRa22 and
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