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Long-term methotrexate use in rheumatoid arthritis patients: real-world data from the MARTE study.
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Clinical and Pathological Features of Breast Cancer in Systemic Sclerosis: Results from the
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tracking. Nature Communications, 2020, 11, 1446.
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ERI+ breast cancer. Nature Communications, 2019, 10, 2115.
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fibroblasts. Nature Communications, 2019, 10, 130.

Extensive and systematic rewiring of histone post-translational modifications in cancer model 145 31
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Chromatin Immunoprecipitation and High-Throughput Sequencing (ChIP-Seq): Tips and Tricks Regarding
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TGF-12 induces miR-100 and miR-125b but blocks let-7a through LIN28B controlling PDAC progression.
Nature Communications, 2018, 9, 1845.

Acquired CYP19A1 amplification is an early specific mechanism of aromatase inhibitor resistance in ERI+

metastatic breast cancer. Nature Genetics, 2017, 49, 444-450. 214 77

Fundamental Pathways in Breast Cancer 3: Estrogen Biology. , 2017, , 19-26.

Histone Posttranslational Modifications in Breast Cancer and Their Use in Clinical Diagnosis and o
Prognosis. , 2016, , 467-477.
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Molecular Insights of Pathways Resulting from Two Common PIK3CA Mutations in Breast Cancer.
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Going off the grid: ERI+ breast cancer beyond estradiol. Journal of Molecular Endocrinology, 2016, 57, 05
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Spearhead Nanometric Field-Effect Transistor Sensors for Single-Cell Analysis. ACS Nano, 2016, 10,
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APOBEC3B-Mediated Cytidine Deamination Is Required for Estrogen Receptor Action in Breast Cancer.
Cell Reports, 2015, 13, 108-121.

Differential epigenetic reprogramming in response to specific endocrine therapies promotes
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DMXL2 drives epithelial to mesenchymal transition in hormonal therapy resistant breast cancer
through notch hyper-activation. Oncotarget, 2015, 6, 22467-22479.

The pioneer factor PBX1 is a novel driver of metastatic progression in ERl+-positive breast cancer.
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The transcriptional co-repressor TLE3 suppresses basal signaling on a subset of estrogen receptor i+
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Nicastrin and Notch4 drive endocrine therapy resistance and epithelial to mesenchymal transition in
MCEF7 breast cancer cells. Breast Cancer Research, 2014, 16, R62.

LRH-1 Governs Vital Transcriptional Programs in Endocrine-Sensitive and -Resistant Breast Cancer 0.9 48
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Poised epigenetic states and acquired drug resistance in cancer. Nature Reviews Cancer, 2014, 14,

747-753.

Chromatin and epigenetic determinants of estrogen receptor alpha (ESR1) signaling. Molecular and

Cellular Endocrinology, 2014, 382, 633-641. 3.2 53
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Genome-wide reprogramming of the chromatin landscape underlies endocrine therapy resistance in
breast cancer. Proceedings of the National Academy of Sciences of the United States of America, 2013,
110, E1490-9.
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In vitro and in vivo derived porcine embryos possess similar, but not identical, patterns of Oct4,

Nanog, and Sox2 mRNA expression during cleavage development. Molecular Reproduction and
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MIPAS-ENVISAT limb-sounding measurements: trade-off study for improvement of horizontal
resolution. Applied Optics, 2004, 43, 5814.
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Geo-fit approach to the analysis of limb-scanning satellite measurements. , 2002, 4539, 369.




