34

papers

34

all docs

377584

1,833 21
citations h-index
34 34
docs citations times ranked

425179
34

g-index

1958

citing authors



10

12

14

16

18

“

ARTICLE IF CITATIONS

Pharmacoepigenetics of hypertension: genome-wide methylation analysis of responsiveness to four

classes of antihypertensive drugs using a double-blind crossover study design. Epigenetics, 2022, , 1-14.

Missense mutations in small muscle protein X-linked (SMPX) cause distal myopathy with protein

inclusions. Acta Neuropathologica, 2021, 142, 375-393. 3.9 6

Dominant Distal Myopathy 3 (MPD3) Caused by a Deletion in the <i>HNRNPA1</i> Gene. Neurology:
Genetics, 2021, 7, e632.
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STK39 variation predicts the ambulatory blood pressure response to losartan in hypertensive men.
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