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Critical interactions in the stability control region of tropomyosin. Journal of Structural Biology,
2010, 170, 294-306.

Intrinsic amino acid side&€ehain hydrophilicity/hydrophobicity coefficients determined by reversedd€phase
hlgha€Eerformance liquid chromatography of model peptides: Comparison with other 2.4 114
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One-step purification of a recombinant protein from a whole cell extract by reversed-phase
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Temperature profiling of polypeptides in reversed-phase liquid chromatography. Journal of

Chromatography A, 2003, 1009, 45-59. 3.7 39



56

58

60

62

64

66

68

70

72

ROBERT S HODGES

ARTICLE IF CITATIONS

Real-Time Monitoring of the Interactions of Two-Strandedde NovoDesigned Coiled-Coils:A Effect of

Chain Length on the Kinetic and Thermodynamic Constants of Bindinga€. Biochemistry, 2003, 42,
1754-1763.

Solution Structure of the C-terminal Antiparallel Coiled-coil Domain from Escherichia coli 4.0 47
Osmosensor ProP. Journal of Molecular Biology, 2003, 334, 1063-1076. :

A Novel Method to Measure Self-association of Small Amphipathic Molecules. Journal of Biological
Chemistry, 2003, 278, 22918-22927.

Clustering of Large Hydrophobes in the Hydrophobic Core of Two-stranded i+-Helical Coiled-Coils

Controls Protein Folding and Stability. Journal of Biological Chemistry, 2003, 278, 35248-35254. 3.4 39

A de Novo Designed Temi)late for Generating Conformation-specific Antibodies That Recognize I+-Helices
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