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Reduced neutralization of SARS-CoV-2 B.1.617 by vaccine and convalescent serum. Cell, 2021, 184,
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Neutralizing nanobodies bind SARS-CoV-2 spike RBD and block interaction with ACE2. Nature
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The antigenic anatomy of SARS-CoV-2 receptor binding domain. Cell, 2021, 184, 2183-2200.e22.

Neutralization of SARS-CoV-2 by Destruction of the Prefusion Spike. Cell Host and Microbe, 2020, 28,
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Structural basis for the neutralization of SARS-CoV-2 by an antibody from a convalescent patient.
Nature Structural and Molecular Biology, 2020, 27, 950-958.

Toremifene interacts with and destabilizes the Ebola virus glycoprotein. Nature, 2016, 535, 169-172. 27.8 210

Critical Role of the Virus-Encoded MicroRNA-155 Ortholog in the Induction of Marek's Disease
Lymphomas. PLoS Pathogens, 2011, 7, e1001305.

Picornavirus uncoating intermediate captured in atomic detail. Nature Communications, 2013, 4, 1929. 12.8 148

Neutralization potency of monoclonal antibodies recognizing dominant and subdominant epitopes on
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Lysosome sorting of 12-glucocerebrosidase by LIMP-2 is targeted by the mannose 6-phosphate receptor.
Nature Communications, 2014, 5, 4321.

Unexpected mode of engagement between enterovirus 71 and its receptor SCARB2. Nature 13.3 73
Microbiology, 2019, 4, 414-419. )

Target Identification and Mode of Action of Four Chemically Divergent Drugs against Ebolavirus

Infection. Journal of Medicinal Chemistry, 2018, 61, 724-733.

Automation of large scale transient protein expression in mammalian cells. Journal of Structural
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The antibody response to SARS-CoV-2 Beta underscores the antigenic distance to other variants. Cell
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Structural Insights into the Inhibition of Wnt Signaling by Cancer Antigen 5T4/Wnt-Activated

Inhibitory Factor 1. Structure, 2014, 22, 612-620. 3.3 42

Crystal Structure of Insulin-Regulated Aminopeptidase with Bound Substrate Analogue Provides
Insight on Antigenic Epitope Precursor Recognition and Processing. Journal of Immunology, 2015, 195,
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Structure of glycosylated <scp>NPC</scp>1 luminal domain C reveals insights into <scp>NPC</scp>2

and Ebola virus interactions. FEBS Letters, 2016, 590, 605-612. 2.8 39

Structures of Ebola Virus Glycoprotein Complexes with Tricyclic Antidepressant and Antipsychotic
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X-Ray Crystal Structure of the Full Length Human Chitotriosidase (CHIT1) Reveals Features of Its
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Structure-Based in Silico Screening Identifies a Potent Ebolavirus Inhibitor from a Traditional Chinese
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Ligand-Induced Conformational Change of Insulin-Regulated Aminopeptidase: Insights on Catalytic
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Structure of the Dual-Mode Wnt Regulator Kremen1 and Insight into Ternary Complex Formation with
LRP6 and Dickkopf. Structure, 2016, 24, 1599-1605.

Hand-foot-and-mouth disease virus receptor KREMEN1 binds the canyon of Coxsackie Virus A10. Nature 12.8 28
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New insights into the enzymatic mechanism of human chitotriosidase (CHIT1) catalytic domain by
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Discovery of 2-phenoxyacetamides as inhibitors of the Wnt-depalmitoleating enzyme NOTUM from an
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Structural characterization of melatonin as an inhibitor of the Wnt deacylase Notum. Journal of
Pineal Research, 2020, 68, e12630.

Antiepileptic Drug Carbamazepine Binds to a Novel Pocket on the Wnt Receptor Frizzled-8. Journal of

Medicinal Chemistry, 2020, 63, 3252-3260. 64 20

Stereotyped antibody responses target posttranslationally modified gluten in celiac disease. JCl
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Notum deacylates octanoylated ghrelin. Molecular Metabolism, 2021, 49, 101201. 6.5 17

Structure of the Wnt signaling enhancer <scp>LYPD</scp>6 and its interactions with the Wnt
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Poly(A) Binding Protein 1 Enhances Cap-Independent Translation Initiation of Neurovirulence Factor
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