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Dual transcriptional analysis of Ocimum basilicum and Peronospora belbahrii in susceptible
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Development, validation, and utility of species-specific diagnostic markers for detection of
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Efficient targeted mutagenesis in allotetraploid sweet basil by CRISPR/Cas9. Plant Direct, 2020, 4,
e00233. 19 2

A secreted protein of 154€%okDa plays an important role in Phytophthora palmivora development and
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Agrobacterium -mediated Transformation of Sweet Basil ( Ocimum basilicum ). Bio-protocol, 2020, 10, 0.4 5
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A <i>Phytophthora palmivora<[i> Extracellular Cystatin-Like Protease Inhibitor Targets Papain to
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A gPCR approach to quantify the growth of basil downy mildew pathogen Peronospora belbahrii
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The plant defense and pathogen counterdefense mediated by Hevea brasiliensis serine protease HbSPA
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Multiple Targets of Salicylic Acid and Its Derivatives in Plants and Animals. Frontiers in Immunology,
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Establishment of a simple and efficient Agrobacterium-mediated transformation system for 3.3 19
Phytophthora palmivora. BMC Microbiology, 2016, 16, 204. )

Molecular Cloning of HbPR-1 Gene from Rubber Tree, Expression of HbPR-1 Gene in Nicotiana
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Activation of Plant Innate Immunity by Extracellular High Mobility Group Box 3 and Its Inhibition by a7 82
Salicylic Acid. PLoS Pathogens, 2016, 12, e1005518. :

Aspirind€™s Active Metabolite Salicylic Acid Targets High Mobility Group Box 1 to Modulate Inflammatory
Responses. Molecular Medicine, 2015, 21, 526-535.

Salicylic Acid Inhibits the Replication of <i>Tomato bushy stunt virus</i> by Directly Targeting a Host

Component in the Replication Complex. Molecular Plant-Microbe Interactions, 2015, 28, 379-386. 2.6 46

Salicylic acid binding of mitochondrial alphad€ketoglutarate dehydrogenase E2 affects mitochondrial
oxidative phosphorylation and electron transport chain components and plays a role in basal defense

against <i>tobacco mosaic virus<[i> in tomato. New Phytologist, 2015, 205, 1296-1307.

Human GAPDH Is a Target of Aspirind€™s Primary Metabolite Salicylic Acid and Its Derivatives. PLoS ONE, 05 44
2015, 10, e0143447. ’
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Effector Specialization in a Lineage of the Irish Potato Famine Pathogen. Science, 2014, 343, 552-555.

Identification of multiple salicylic acid-binding proteins using two high throughput screens.
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Transcription to Cytoskeletal Dynamics. PLoS Pathogens, 2012, 8, e1003006. 47 86
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454 Genome Sequencing of <i>Pseudoperonospora cubensis<[i> Reveals Effector Proteins with a QXLR
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Arabidopsis Actin-Depolymerizing Factor AtADF4 Mediates Defense Signal Transduction Triggered by
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A Phytophthora infestans Cystatin-Like Protein Targets a Novel Tomato Papain-Like Apoplastic Protease.
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Expressed sequence tags from the oomycete fish pathogen Saprolegnia parasitica reveal putative
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A Second Kazal-Like Protease Inhibitor from Phytophthora infestans Inhibits and Interacts with the
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