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ARTICLE IF CITATIONS

A Rare Germline HOXB13 Variant Contributes to Risk of Prostate Cancer in Men of African Ancestry.
European Urology, 2022, 81, 458-462.

Mendelian randomization analyses suggest a role for cholesterol in the development of endometrial

cancer. International Journal of Cancer, 2021, 148, 307-319. 51 35

Germline Sequencing DNA Repair Genes in 5545 Men With Aggressive and Nonaggressive Prostate
Cancer. Journal of the National Cancer Institute, 2021, 113, 616-625.

Genome-Wide Association Analyses Identify Variants in IRF4 Associated With Acute Myeloid Leukemia

and Myelodysplastic Syndrome Susceptibility. Frontiers in Genetics, 2021, 12, 554948. 2.3 8

Prognostic impact of pre-transplant chromosomal aberrations in peripheral blood of patients
undergoing unrelated donor hematopoietic cell transplant for acute myeloid leukemia. Scientific
Reports, 2021, 11, 15004.

Genome-wide association study of pancreatic fat: The Multiethnic Cohort Adiposity Phenotype Study.

PLoS ONE, 2021, 16, €0249615. 2:5 2

Novel genetic variants associated with mortality after unrelated donor allogeneic hematopoietic cell
transplantation. EClinicalMedicine, 2021, 40, 101093.

Pre-HCT mosaicism increases relapse risk and lowers survival in acute lymphoblastic leukemia patients 5.9 6
posta€“unrelated HCT. Blood Advances, 2021, 5, 66-70. :

The Four-Kallikrein Panel Is Effective in Identifying Aggressive Prostate Cancer in a Multiethnic
Population. Cancer Epidemiology Biomarkers and Prevention, 2020, 29, 1381-1388.

Population-specific reference panels are crucial for genetic analyses: an example of the CREBRF locus

in Native Hawaiians. Human Molecular Genetics, 2020, 29, 2275-2284. 2.9 27

A Germline Variant at 8q24 Contributes to Familial Clustering of Prostate Cancer in Men of African
Ancestry. European Urology, 2020, 78, 316-320.

Genomea€Wide Association Study of Liver Fat: The Multiethnic Cohort Adiposity Phenotype Study.

Hepatology Communications, 2020, 4, 1112-1123. 4.3 21

Pre-Transplant Clonal Mosaicism Is Associated with Increased Relapse and Lower Survival in Acute
Lymphoblastic Leukemia Patients Undergoing Allogeneic Hematopoietic Cell Transplant. Blood, 2020,
136, 9-10.

Validation of genetic associations with acute GVHD and nonrelapse mortality in DISCOVeRY-BMT. 5.9 8
Blood Advances, 2019, 3,2337-2341. :

Multiple functional variants in the IL1RL1 region are pretransplant markers for risk of GVHD and
infection deaths. Blood Advances, 2019, 3, 2512-2524.

De Novo and Therapy-Related Acute Myeloid Leukemia and Myelodysplastic Syndrome: Similarities and
Differences in SNP-Array Detected Chromosomal Aberrations in Pre-Transplant Blood Samples. Blood, 14 2
2019, 134, 1430-1430.

Genome Wide Interaction Analysis Identifies Expression Quantitative Trait Loci Associated with

Reduced Survival after Reduced Intensity Conditioning HLA-Matched Unrelated Donor Allogeneic
Hematopoietic Cell Transplant. Blood, 2019, 134, 4595-4595.

Exome chip analyses identify genes affecting mortality after HLA-matched unrelated-donor blood and

marrow transplantation. Blood, 2018, 131, 2490-2499. 14 21
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Identification of nine new susceptibility loci for endometrial cancer. Nature Communications, 2018, 9,

3166.

Genome Wide Association Analyses Identify Pleiotropic Variants Associated with Acute Myeloid

Leukemia (AML) and Myelodysplastic Syndrome (MDS) Susceptibility. Blood, 2018, 132, 1500-1500. 14 0

Multiple Functional Donor Polymorphisms in IL1RL1 region Associate with Death Due to GvHD or
Infection after Unrelated Donor Allogeneic Hematopoietic Stem Cell Transplantation (HCT) for AML
and MDS. Blood, 2018, 132, 312-312.

Replication and validation of genetic polymorphisms associated with survival after allogeneic blood

or marrow transplant. Blood, 2017, 130, 1585-1596. L4 45

Genetic association with B-cell acute lymphoblastic leukemia in allogeneic transplant patients differs
by age and sex. Blood Advances, 2017, 1, 1717-1728.

Replication of associations between genetic polymorphisms and chronic graft-versus-host disease.

Blood, 2016, 128, 2450-2456. 1.4 32

Characterization of Large Structural Genetic Mosaicism in Human Autosomes. American Journal of
Human Genetics, 2015, 96, 487-497.

Combined Donor and Recipient Non-HLA Genotypes Show Evidence of Genome Wide Association with
Transplant Related Mortality (TRM) after HLA-Matched Unrelated Donor Blood and Marrow 1.4 7
Transplantation (URD-BMT) (DISCOVeRY-BMT study). Blood, 2015, 126, 61-61.

Genome-Wide Association Study of Overall and Progression-Free Survival after HLA-Matched

Unrelated Donor Blood and Marrow Transplantation (DISCOVeRY-BMT study). Blood, 2015, 126, 397-397.




