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The HOPS tethering complex is required to maintain signaling endosome identity and TORC1 activity.
Journal of Cell Biology, 2022, 221, .

TORC1 Determines Fab1 Lipid Kinase Function at Signaling Endosomes and Vacuoles. Current Biology, 18 21
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regulate nuclear GIn3 localization. Genetics, 2021, 217, .
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Global phosphoproteomics pinpoints uncharted Gen2-mediated mechanisms of translational control.
Molecular Cell, 2021, 81, 1879-1889.e6.

Phosphoproteomic responses of TORC1 target kinases reveal discrete and convergent mechanisms that
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Retromer and TBC1D5 maintain late endosomal RAB7 domains to enable amino acida€“induced mTORC1
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Structural insights into the EGO-TCa€“mediated membrane tethering of the TORC1-regulatory Rag a7 15
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Multilayered Control of Protein Turnover by TORC1 and Atgl. Cell Reports, 2019, 28, 3486-3496.e6.

TORCL specifically inhibits microautophagy through ESCRT-0. Current Genetics, 2019, 65, 1243-1249. 0.8 32

A spatially and functionally distinct pool of TORC1 defines signaling endosomes in yeast. Autophagy,
2019, 15, 915-916.

Spatially Distinct Pools of TORC1 Balance Protein Homeostasis. Molecular Cell, 2019, 73, 325-338.e8. 4.5 95

Cyclin-dependent Rinase 5 (CDK5) regulates the circadian clock. ELife, 2019, 8, .

The Impact of ESCRT on Ai21-42 Induced Membrane Lesions in a Yeast Model for Alzheimera€™s Disease.

Frontiers in Molecular Neuroscience, 2018, 11, 406. L4 19

TORC1 coordinates the conversion of Sicl from a target to an inhibitor of cyclin-CDK-Cks1. Cell
Discovery, 2017, 3, 17012.

Feedback Inhibition of the Rag GTPase GAP Complex Lst4-Lst7 Safeguards TORC1 from Hyperactivation by 9.9 29
Amino Acid Signals. Cell Reports, 2017, 20, 281-288. ’

The Architecture of the Rag GTPase Signaling Network. Biomolecules, 2017, 7, 48.

The yeast protein kinase Sch9 adjusts V-ATPase assembly/disassembly to control pH homeostasis and

longevity in response to glucose availability. PLoS Genetics, 2017, 13, e1006835. 15 45
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Functional mapping of yeast genomes by saturated transposition. ELife, 2017, 6, .

Unsolved mysteries of Rag GTPase signaling in yeast. Small GTPases, 2016, 7, 239-246. 0.7 38

Conserved regulators of Rag GTPases orchestrate amino acid-dependent TORC1 signaling. Cell
Discovery, 2016, 2, 15049.

TORC1 controls G18€“S cell cycle transition in yeast via Mpk1 and the greatwall kinase pathway. Nature

Communications, 2015, 6, 8256. 58 79

The I-BAR protein Ivy1 is an effector of the Rab7 GTPase Ypt7 involved in vacuole membrane homeostasis.
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Crystal structure of the Egol-Ego2-Ego3 complex and its role in promoting Rag GTPase-dependent
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Quantification of mRNA stability of stress-responsive yeast genes following conditional excision of
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Identification of a Small Molecule Yeast TORC1 Inhibitor with a Multiplex Screen Based on Flow
Cytometry. ACS Chemical Biology, 2012, 7, 715-722.

Leucyl-tRNA Synthetase Controls TORC1 via the EGO Complex. Molecular Cell, 2012, 46, 105-110. 4.5 308
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Complex to Activate TORC1. Structure, 2012, 20, 2151-2160.

The essence of yeast quiescence. FEMS Microbiology Reviews, 2012, 36, 306-339. 3.9 189

Mitochondrial Genomic Dysfunction Causes Dephosphorylation of Sch9 in the Yeast Saccharomyces

cerevisiae. Eukaryotic Cell, 2011, 10, 1367-13609.

Initiation of the yeast GOprogram requires Igol and Igo2, which antagonize activation of decapping of
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