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Genomic signatures of parasite-driven natural selection in north European Atlantic salmon (Salmo) Tj ETQq0 0 0 rgq'l'l/OverIOfE 10 Tf 5C

Ancient chromosomal rearrangement associated with local adaptation of a postglacially colonized
population of Atlantic Cod in the northwest Atlantic. Molecular Ecology, 2018, 27, 339-351.

Development and Validation of 58K SNP-Array and High-Density Linkage Map in Nile Tilapia (O.) Tj ETQq0 O O rgBT /é)gerloch 19 Tf 50 14

Genome-wide association study confirm major QTL for backfat fatty acid composition on SSC14 in

Duroc pigs. BMC Genomics, 2017, 18, 369.

Fine mapping of a QTL affecting levels of skatole on pig chromosome 7. BMC Genetics, 2017, 18, 85. 2.7 6



20

22

24

26

28

30

32

MATTHEW P KENT

ARTICLE IF CITATIONS
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