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10 A genetic, genomic, and computational resource for exploring neural circuit function. ELife, 2020, 9, . 2.8 159

11 A connectome and analysis of the adult Drosophila central brain. ELife, 2020, 9, . 2.8 596

12 Spatial readout of visual looming in the central brain of Drosophila. ELife, 2020, 9, . 2.8 37

13 Cell types and neuronal circuitry underlying female aggression in Drosophila. ELife, 2020, 9, . 2.8 62

14 The connectome of the adult Drosophila mushroom body provides insights into function. ELife, 2020,
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15 Correction: Nitric oxide acts as a cotransmitter in a subset of dopaminergic neurons to diversify
memory dynamics. ELife, 2020, 9, . 2.8 0

16 Cortical column and whole-brain imaging with molecular contrast and nanoscale resolution.
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17 Neurogenetic dissection of the Drosophila lateral horn reveals major outputs, diverse behavioural
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19 Nitric oxide acts as a cotransmitter in a subset of dopaminergic neurons to diversify memory
dynamics. ELife, 2019, 8, . 2.8 91

20 Genetic Reagents for Making Split-GAL4 Lines in <i>Drosophila</i>. Genetics, 2018, 209, 31-35. 1.2 162
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Neuroarchitecture of the <i>Drosophila</i> central complex: A catalog of nodulus and asymmetrical
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0.9 120

22 Communication from Learned to Innate Olfactory Processing Centers Is Required for Memory
Retrieval in Drosophila. Neuron, 2018, 100, 651-668.e8. 3.8 80

23 The glia of the adult <i><scp>D</scp>rosophila</i> nervous system. Glia, 2017, 65, 606-638. 2.5 218

24 Moonwalker Descending Neurons Mediate Visually Evoked Retreat in Drosophila. Current Biology,
2017, 27, 766-771. 1.8 62
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26 The Emergence of Directional Selectivity in the Visual Motion Pathway of Drosophila. Neuron, 2017,
94, 168-182.e10. 3.8 146

27 A Circuit Node that Integrates Convergent Input from Neuromodulatory and Social
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29 Ultra-selective looming detection from radial motion opponency. Nature, 2017, 551, 237-241. 13.7 121

30 The comprehensive connectome of a neural substrate for â€˜ONâ€™ motion detection in Drosophila. ELife,
2017, 6, . 2.8 166

31 A connectome of a learning and memory center in the adult Drosophila brain. ELife, 2017, 6, . 2.8 308
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33 Dopaminergic neurons write and update memories with cell-type-specific rules. ELife, 2016, 5, . 2.8 235

34 Visual projection neurons in the Drosophila lobula link feature detection to distinct behavioral
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35 Neuroarchitecture and neuroanatomy of theDrosophilacentral complex: A GAL4-based dissection of
protocerebral bridge neurons and circuits. Journal of Comparative Neurology, 2015, 523, Spc1-Spc1. 0.9 3

36 FlyBook: A Preface. Genetics, 2015, 201, 343-343. 1.2 1
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37 Control of Sleep by Dopaminergic Inputs to the Drosophila Mushroom Body. Frontiers in Neural
Circuits, 2015, 9, 73. 1.4 77

38 P1 interneurons promote a persistent internal state that enhances inter-male aggression in
Drosophila. ELife, 2015, 4, . 2.8 169

39 Distinct dopamine neurons mediate reward signals for short- and long-term memories. Proceedings of
the National Academy of Sciences of the United States of America, 2015, 112, 578-583. 3.3 205

40 A Dopamine-Modulated Neural Circuit Regulating Aversive Taste Memory in Drosophila. Current
Biology, 2015, 25, 1535-1541. 1.8 82

41
Optimized tools for multicolor stochastic labeling reveal diverse stereotyped cell arrangements in
the fly visual system. Proceedings of the National Academy of Sciences of the United States of
America, 2015, 112, E2967-76.

3.3 481

42 Heterosynaptic Plasticity Underlies Aversive Olfactory Learning in Drosophila. Neuron, 2015, 88,
985-998. 3.8 294

43 The Release 6 reference sequence of the <i>Drosophila melanogaster</i> genome. Genome Research,
2015, 25, 445-458. 2.4 359

44 Neural Circuit to Integrate Opposing Motions in the Visual Field. Cell, 2015, 162, 351-362. 13.5 111

45 High-performance probes for light and electron microscopy. Nature Methods, 2015, 12, 568-576. 9.0 225

46
Neuroarchitecture and neuroanatomy of the <i>Drosophila</i> central complex: A GAL4â€•based
dissection of protocerebral bridge neurons and circuits. Journal of Comparative Neurology, 2015, 523,
997-1037.

0.9 273

47 Plasticity-driven individualization of olfactory coding in mushroom body output neurons. Nature,
2015, 526, 258-262. 13.7 142

48 Propagation of Homeostatic Sleep Signals by Segregated Synaptic Microcircuits of the Drosophila
Mushroom Body. Current Biology, 2015, 25, 2915-2927. 1.8 133

49 A Higher Brain Circuit for Immediate Integration of Conflicting Sensory Information in Drosophila.
Current Biology, 2015, 25, 2203-2214. 1.8 142

50 Neuron hemilineages provide the functional ground plan for the Drosophila ventral nervous system.
ELife, 2015, 4, . 2.8 97

51 Reward signal in a recurrent circuit drives appetitive long-term memory formation. ELife, 2015, 4,
e10719. 2.8 127

52 Wide-Field Feedback Neurons Dynamically Tune Early Visual Processing. Neuron, 2014, 82, 887-895. 3.8 57

53 Shared mushroom body circuits underlie visual and olfactory memories in Drosophila. ELife, 2014, 3,
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54 The neuronal architecture of the mushroom body provides a logic for associative learning. ELife,
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60 Using translational enhancers to increase transgene expression in <i>Drosophila</i>. Proceedings of
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65 Mushroom body efferent neurons responsible for aversive olfactory memory retrieval in Drosophila.
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National Academy of Sciences of the United States of America, 2011, 108, 14198-14203. 3.3 154

67 Refinement of Tools for Targeted Gene Expression in Drosophila. Genetics, 2010, 186, 735-755. 1.2 1,006

68 Quick Preparation of Genomic DNA from <i>Drosophila</i>. Cold Spring Harbor Protocols, 2009, 2009,
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69 Recovery of DNA Sequences Flanking P-Element Insertions in <i>Drosophila</i>: Inverse PCR and
Plasmid Rescue. Cold Spring Harbor Protocols, 2009, 2009, pdb.prot5199. 0.2 23

70 Tools for neuroanatomy and neurogenetics in <i>Drosophila</i>. Proceedings of the National
Academy of Sciences of the United States of America, 2008, 105, 9715-9720. 3.3 902

71 Biological Annotation of the Drosophila Genome Sequence. Novartis Foundation Symposium, 2008, ,
79-83. 1.2 8

72 Global analysis of patterns of gene expression during Drosophila embryogenesis. Genome Biology,
2007, 8, R145. 13.9 387
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73 Global analyses of mRNA translational control during early Drosophila embryogenesis. Genome
Biology, 2007, 8, R63. 13.9 74

74 Comparative Analysis of Spatial Patterns of Gene Expression in DrosophilaÂ melanogaster Imaginal
Discs. , 2007, , 533-547. 9
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and activity of Serrate and Delta. Development (Cambridge), 2005, 132, 2319-2332. 1.2 142

79 Identification of putative noncoding polyadenylated transcripts in Drosophila melanogaster.
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A computational and experimental approach to validating annotations and gene predictions in the
Drosophila melanogaster genome. Proceedings of the National Academy of Sciences of the United
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3.3 32
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Neurobiology of Disease, 2005, 19, 194-199. 2.1 68

82
Drosophila microRNAs exhibit diverse spatial expression patterns during embryonic development.
Proceedings of the National Academy of Sciences of the United States of America, 2005, 102,
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3.3 252

83 Complementary miRNA pairs suggest a regulatory role for miRNA:miRNA duplexes. Rna, 2004, 10, 171-175. 1.6 82

84 Drosophila melanogaster MNK/Chk2 and p53 Regulate Multiple DNA Repair and Apoptotic Pathways
following DNA Damage. Molecular and Cellular Biology, 2004, 24, 1219-1231. 1.1 284
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86 The BDGP Gene Disruption Project. Genetics, 2004, 167, 761-781. 1.2 774
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Computational identification of developmental enhancers: conservation and function of
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Development. Current Biology, 2003, 13, 1388-1396. 1.8 113
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103 Generation and initial analysis of more than 15,000 full-length human and mouse cDNA sequences.
Proceedings of the National Academy of Sciences of the United States of America, 2002, 99, 16899-16903. 3.3 1,610
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146 A Genetic Screen to Identify Components of the sina Signaling Pathway in Drosophila Eye Development.
Genetics, 1998, 148, 277-286. 1.2 74

147 P element insertion-dependent gene activation in the Drosophila eye. Proceedings of the National
Academy of Sciences of the United States of America, 1997, 94, 5195-5200. 3.3 99

148 Kuzbanian Controls Proteolytic Processing of Notch and Mediates Lateral Inhibition during
Drosophila and Vertebrate Neurogenesis. Cell, 1997, 90, 271-280. 13.5 488

149 PHYL Acts to Down-Regulate TTK88, a Transcriptional Repressor of Neuronal Cell Fates, by a
SINA-Dependent Mechanism. Cell, 1997, 90, 459-467. 13.5 222

150 misshapen encodes a protein kinase involved in cell shape control in Drosophila. Gene, 1997, 186,
119-125. 1.0 49

151 KSR stimulates Raf-1 activity in a kinase-independent manner. Proceedings of the National Academy of
Sciences of the United States of America, 1997, 94, 12792-12796. 3.3 161

152 Targets of glass regulation in the Drosophila eye disc. Mechanisms of Development, 1996, 56, 17-24. 1.7 20

153 Pk92b: a drosophila melanogaster protein kinase that belongs to the mekk family. Gene, 1996, 169,
283-284. 1.0 10

154 The Role of the Genome Project in Determining Gene Function: Insights from Model Organisms. Cell,
1996, 86, 521-529. 13.5 451

155 A Drosophila gene regulated by rough and glass shows similarity to ena and VASP. Gene, 1996, 183,
103-108. 1.0 17

156
The cell surface metalloprotease/disintegrin Kuzbanian is required for axonal extension in
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