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Global molecular alterations involving recurrence or progression of pediatric brain tumors.
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in human tumors. Scientific Reports, 2021, 11, 2459. 3.3 17
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breakpoints. BMC Bioinformatics, 2021, 22, 135. 2.6 3

Endometrial receptivity and implantation require uterine BMP signaling through an
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Predicts Outcomes in Basal-Like Breast Cancer. Journal of Clinical Medicine, 2019, 8, 1772. 2.4 36

SOX11 and SOX4 drive the reactivation of an embryonic gene program during murine wound repair.
Nature Communications, 2019, 10, 4042.

Collagen-rich airway smooth muscle cells are a metastatic niche for tumor colonization in the lung.
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A Prospective Targeted Serum Metabolomics Study of Pancreatic Cancer in Postmenopausal Women.
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Differentiation. Cell Reports, 2016, 17, 2584-2595. 64 196
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Positive association of collagen type | with non-muscle invasive bladder cancer progression.
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