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pockets at the interface between the N- and C-terminal domain. Journal of Biological Chemistry, 2022, 3.4 7
298,101907.
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Automated NMR resonance assignments and structure determination using a minimal set of 4D
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The oligomerization state of bacterial enzyme | (El) determines El's allosteric stimulation or
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1H, 15N, 13C backbone resonance assignment of the C-terminal domain of enzyme | from
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phosphoenolpyruvate: sugar phosphotransferase system. Trends in Biochemical Sciences, 2013, 38, 7.5 51
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