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Shared ancestral polymorphisms and chromosomal rearrangements as potential drivers of local
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A Single Vibrionales 16S rRNA Oligotype Dominates the Intestinal Microbiome in Two Geographically
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Loss of stomach, loss of appetite? Sequencing of the ballan wrasse (Labrus bergylta) genome and
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An improved version of theAAtlantic cod genome andAadvancements in functionalAgenomics:
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Crude oil exposures reveal roles for intracellular calcium cycling in haddock craniofacial and
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