73

papers

73

all docs

126708

5,702 33
citations h-index
73 73
docs citations times ranked

70

g-index

3830

citing authors



10

12

14

16

18

AD =ra' DAADN

ARTICLE IF CITATIONS

A ten-minute DNA preparation from yeast efficiently releases autonomous plasmids for transformaion

of Escherichia coli. Gene, 1987, 57, 267-272.

Fusions of secreted proteins to alkaline phosphatase: an approach for studying protein secretion..

Proceedings of the National Academy of Sciences of the United States of America, 1985, 82, 5107-5111. 33 250

Stepwise chromatin remodelling by a cascade of transcription initiation of non-coding RNAs. Nature,
2008, 456, 130-134.

An Ancient Yeast for Young Geneticists: A Primer on the<i>Schizosaccharomyces pombe</i>Model 12 180
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Glucose repression of transcription of the Schizosaccharomyces pombe fbp1 gene occurs by a cAMP
signaling pathway.. Genes and Development, 1991, 5, 561-571.
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Reciprocal Nuclear Shuttling of Two Antagonizing Zn Finger Proteins Modulates Tup Family
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Local potentiation of stress-responsive genes by upstream noncoding transcription. Nucleic Acids
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